
logo MKE I LKTLTEAMMTLPEDSYSEQQDAEFLDE I F IVEE I EE I FVDELQPSL IHNEKWMQSEKNI
VATLTE IRRHFHTLKGSGRMIAGAKSSA

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 MKEILKTLTEAMMLPEDSYSQQDAEFLDIFVEEIEEIFVELQSLIHEWMQSKNVATLTEIRRHFHTLKGSGRMIAAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!! !!!!!!! !!!!!!*!!*!!!!!!!!*!!*!!* !!!! !*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo ELAWTVEDTLNRVINEQSLQTLTPNTI
VQQSYVQLVFKFYFFLKLVDDNFKQSKKRAEHATLVDFRPL I LLGQQLQQQQSLEPALEELLLQLS

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 ELAWTVEDTLNRVINESLTLTPNVQQYVQLVFKFYFFKLVDDFKSKKEHAVDFRPLILLGQQLQQQQSLEPALEELLLLS 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!!!!!!!!!!!!! !! !!! *! !!!!!!!!!! !!!! !! !* ! *!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo
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A
ETAHTVE I

SEHINLADETLTVLFMEEAEEHLATIDHQFLDEQE I
LHQHYDESYNAL IRALHTLR

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 DTLTAETKTGLEVGDLEQESDNL..TLETAVESEHNLAETLVLFMEEAEEHLATIDQFLEQEIHQHESYNALIRALHTLR 238
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLR 240
consensus *!! !!! !!!!* *!!*! ** !* ! !*!! !!! !!!!!!!!!!!!!*!!!*!!*!!**!!!!!!!!!!!!!

logo GSSAMAQVEATI FDEASTKVEHLFKI LLQEELSSHSEE I LLLQRDEYREQF IVRDNCSLDELLASARHYCSSNSEQLDEASNRLKLQFNQSVWDAYMVEQ
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 GSSAMAQVEAIFDASTKVEHLFKILLQEELSSHSEEILLLRDYRQFIRNCLDLLAAHCSNEQLDSNLKQFNQVWDAYMEQ 318
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQ 320
consensus !!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !*! *!*!! **! !!!* ! !!!! !!!!*!!

logo HGDEHRATDSPLMTPPSHGLVSQLLQLDVSELLDAELDFEKGIRNSEFPDHYLERLSEQADLLLQHTHQSQAML
VGLHYEYTNSQLKDESYDEV

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 HGEHASPLTPPHGLVSQLLQLDVSELLDAELDFEKGIRSEFPHYLERLSEQADLLLQHTQSQAMVGLYEYTNQLKDSYDV 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEV 400
consensus !!** !! !*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!*!!!!*!!*!!! !!!*!!*!

logo LLDKRPADLLHQSDYI
VFE IYQKAHQQL IQLFDALAAGQRVGS IV I

V
E
KQHQNS I LEELKLYTQYI

TPDS ILNSNSDELPLPEQQSDHQSDTSVFVEPS ILFYNAIDEPV
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 LLDRPDLLHSDYVFEIYQKAHQQLIQLFDALAAGQRVSIIEQHQNILEELKLYTQYIPSLNSEPLESHQDVVESLFNADV 478
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEP 480
consensus !!!*! !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!! ** !!! !!!!!!!!!!! ! * *** * !***! **

logo EPQETAVNVAEPTSVAES INEFSDI LSATDHWAVVLMGSQSVHQLQDRQFYI
M
F
S
S
T
E
T
H
QVNRNYFDAPDELLDI FLEEADEELLEGIDTDLNIWVGNDEQENFAALNNL

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 EQTANEPSASIESILTDHVVMSQSVHLDRQFMFTEHVNRYFDPELLDIFLEEADELLEGIDTDLNIWVNDQENFAALNNL 558
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEVVATVE.NFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNL 559
consensus !* * * ! !* !* !!!* !!!** * *!!! !!**!!!!!!!!!*!!!!!!!!!!!!!! *!!!!!!!!!!



logo MRYLHTLKGGANMI
VQANTYI

LGL IAHELES IYERL IQKRQL IVTVSTSADL IDF IRLVQDDLADRLQIMVREQHQLDYAAPSHYTINQALKNR
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 MRYLHTLKGGANMIQANYIGLIAHELESIYERLIQRQLITSSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALKN 638
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKR 639
consensus !!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!!!!*!!* *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!!
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NTDB id 1038276 ACB088 RS00865 WP 375037755.1 AGKVYNSLGSAAKE.MQAE....SETDVIPESSFEVLQQEAIHNTALNLDELTSNFEQIVESNIRLVEH.T.ELQVFDAE 711
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIP....VELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQ 715
consensus !! ! * * !* !!****!! !!*! * ******* * ! !! ****!* ** * * ** * *

logo
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Q
D
EQDIDEASVVEQTFLMEEAATELLEMADEHSLLKQWFEQRTNRS I LLQLQRAVHSLKGGASRMVGLEATVQAIAYQLENAF

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 GYTDSIQDQDIDSVVEQTFMEEAAELLEMADHLLKQWFEQRTNRSILLQLQRAVHSLKGGSRMVGLETVQAIAYQLENAF 791
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAF 795
consensus **!!!* !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!

logo EKQFALHYHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQQSLENIQFFI ETATIQIPSTKLTRATDLFSSTEPVMS
TF IVQGDGATE

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 EKFALYHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQQSLENIQFIETAIQIPSKLTRTDLFSTEPVMSFVQGDGAE 871
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTE 875
consensus ! !!!*!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!!!!!!!!! !! !!!!*!!!! !!!!*!!!!*!*!!!! !

logo PPPMMGAWEQTEQHRLDEQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLVEMELAIQRLADQLRRMEGELESTQ
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 PPPMMGAWEQTQHLEQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLVEMELAIQRLADQLRRMEGELESQ 951
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQ 955
consensus !!!!!!!!!!! *!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!

logo I IAKHGI EHSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTESLLLVQQSR IQAE IQEGLMRTRLVPF
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 IIAKHGIEHSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTESLLVQQSRIQAEIQEGLMRTRLVPF 1031
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPF 1035
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo SRLLPRLQR IVRQTSTALDNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAVQREQQANRKPETGR I ELNIHQR

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 SRLLPRLQRIVRQTSTALDRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRVQREQARKPETGRIELNIHR 1111
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQR 1115
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!!!!!*!



logo QGTDVVVTVFKSDDGQRGIDI
VEKVRQKALLASGL IKNPSEQDVLEHQQDI LQL I FHPGLVSTADEQVTQI SGRGVGLDVVQSDIKASLGGH

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 QGTDVVVTFKDDGRGIDIEKVRQKALLSGLINSEQVLEHQDILQLIFHPGVSTADQVTQISGRGVGLDVVQSDIKALGGH 1191
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGH 1195
consensus !!!!!!! ! !!! !!!*!!!!!!!!! !!! *!! !!*!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!! !!!!

logo VSVDESVYGQGTI
TFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPATSLEQYFEGSAPQEFLFEFYENKRYPLRYLSEF

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 VSVDSVYGQGTIFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPTSLEQYFGSAQEFFEFENKRYPLRYLSEF 1271
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEF 1275
consensus !!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!! !*!! !!*!!!!!!!!!!!!!

logo VGNQP IPRLNSGI
VMYSLPVLMIKATNNGQTI

VALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIAR
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 VGNQPIPRLSGIMYSLPVLMIKTNNGQTIALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1351
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1355
consensus !!!!!!!!! !*!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QIQSTQRRHKQLNSEAI
VYRQRESDERRL IMIVDDSVTVRKVTSTRLLERQGYDVVTAKDGI

VDAI EQLENIKPDLMLLDI EMPR
NTDB id 1038276 ACB088 RS00865 WP 375037755.1 QIQSTRRHKQLNEAIYRQRESDERRLIMIVDDSVTVRKVTTRLLERQGYDVVTAKDGIDAIEQLENIKPDLMLLDIEMPR 1431
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPR 1435
consensus !!!!! !!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo MDGFEVLNLVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFSTLGVNSQYMGKPFQEEDELLEHNIDAFLFLTVAI FREESELVAKS

NTDB id 1038276 ACB088 RS00865 WP 375037755.1 MDGFEVLNLVRHHDLHQDMPVIMITSRTGEKHRERAFTLGVNQYMGKPFQEEDLLHNIDAFFTIREEELA. 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!*!!*!!!! ! !* *

X non conserved

X similar

X ≥ 50% conserved


