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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYA 70
NTDB id 1293 VP RS12240 WP 005479695.1 ..........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYA 70
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYA 70
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..........MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPRH 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MALA..TEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVG 78
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 MNAVTSANLVGITGLARRLVQDGALDEAAARDAMAKATAARQPLPTWFAQNKVVGAAQLAAANSLEFGMPLFDVSTFDSS 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALH..TSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTS 78
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 NLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQG 150
NTDB id 1293 VP RS12240 WP 005479695.1 SLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGL 150
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGL 150
NTDB id 1110 NGFG RS09235 WP 003689817.1 RVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLD.WVGSRSTSLLQEL 148
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEY 158
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 QNAMSLVSEELLRKHNVLPLFKRGGKLFVGTSNPTH..SLDEIKFHTNLVVEPILVDEDQIRRTLEQWHASHDTMGDALG 158
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFN.. 156
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFD.. 156
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 KEISQDELANLVKVSD...DELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPA 227
NTDB id 1293 VP RS12240 WP 005479695.1 KEINQEELASLVDVGA...DEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPP 227
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KEINQDELAGLVDIGE...DEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPP 227
NTDB id 1110 NGFG RS09235 WP 003689817.1 GEGQEEE...........ESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPP 217
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VEDSGDLEGLEISA..DDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPP 236
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 GDDDGMA.NLDVGGGDDEMASTDSGIDAKGDDTPVVKFINKVLIDAIRKGASDIHFEPYEDDYRVRLRIDGLLKMVARAP 237
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...DEEF.DLDVNL.DGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPP 231
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...TEEL.DLDVEV.DPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPP 231
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQK 306
NTDB id 1293 VP RS12240 WP 005479695.1 NHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQK 306
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQK 306
NTDB id 1110 NGFG RS09235 WP 003689817.1 IAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQK 297
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQR 315
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 TKLNQRIAARLKVMAQLDIAEKRVPQDGRIKLNLSK.TRQIDFRVSTLPTLFGEKVVLRILDGSAAKLGIDKLGYEPDQQ 316
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQK 310
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQK 310
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 QLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQD 386
NTDB id 1293 VP RS12240 WP 005479695.1 QLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQD 386
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQD 386
NTDB id 1110 NGFG RS09235 WP 003689817.1 KLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQD 377
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQD 395
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 KLFLEAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETRNISTAEDPVEIRLPGVNQVQQNNKRGMTFAAALRSFLRQD 396
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQD 390
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQD 390
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 PDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.R 465
NTDB id 1293 VP RS12240 WP 005479695.1 PDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ.E 465
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ.E 465
NTDB id 1110 NGFG RS09235 WP 003689817.1 PDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVER 457
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDD 475
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 PDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQTIARLMNMGIAPYNITSSVTLVIAQRLARRLCSNCKRPT.D 475
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.D 469
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.Q 469
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 PSALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQE 540
NTDB id 1293 VP RS12240 WP 005479695.1 HTVQL.QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQM 539
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PNSQL.QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQM 539
NTDB id 1110 NGFG RS09235 WP 003689817.1 PSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRR 536
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQ 552
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 LPAHALLAEGFTQAQLD.AGIQLHEAVGCDECT.EGYKGRTGLYQVMPMTDEIATIVLAGGNALQIAEAAQAIGVNDLRQ 553
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRR 548
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRR 548
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 SGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SGIEKLKQGITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 AGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1038262 AB9L18 RS04405 WP 375069533.1 SALKKAAAGVTSLAEINRVTKD 575
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SGLKKVMQGVTSLQEINRVTSE 570
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