logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

IR

A

1

AR DTN ARRR AR e

1 A

e

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

) ) L T

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQ LMEYVRGEDLK YI[ HRAPLSN

EEDGQQ L{MEYVMGIDLKRY I[)§HIP L SNENVR I M3

0SSR o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGI |8 EMLTGHIPYDGDSAVTIALQHFQKPLPS

CALEN AR v sl YIRREAL gyl T KVEQEI,ETSVEMSIE%

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH A

!
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH K
K
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH K

K

QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH| .
QALENV I ATAKKLNRYSEMDL SL RI ..

QALENV I ATAKKL RY[Y ..
QALENV IKATAK LT RY SpNNEMINADLIY SLENREBRIERKL F§ DTKLPK EMMAANSBAAQSLKNKTS . NQ
[ B e B B B I B B LI I B B B B I skok ko |oskosk |k ok ok k [N *kkok ok ok |k ok ok *

160
160
160
160
160
160
160

240
240
240
240
240
240
240

317
317
317
317
317
318
317



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

s prsanage Wb Rebanbes VY AL iuduabe arad B pYaelan e

SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVEMAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE|
SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVEAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE|
SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVEMAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE|
SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVEMAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE|

QTDTLQPPTKKKISS GRALGTLFKIFEF FIRIUGV

Q
DKVBHKS . KPKTKP[IZK PK RS L A F KEF F I ARG IMAVIlT
* * % % k k % 5k 3k %k %k %k %k k% | sk | sk 5k sk 5k %k k k ok k k * ok kokkskskkokok Dskskskskok Uk |k | skskskskx | %k %k k k ok ok ok | ok

e LT T DSl sl e o e

KA Fv G I TDPWAGTHRKEG FI
il [ap82S  WWVIEGH] ' 'RTDPISAGT (S SITIN YA T[EN K GIIDMENNKELD Y QEAMN SIMIIET Y GAZK SKIFERR I VIR Y
MTEQDYKPAMDNIRTN N Y GYS RBISHVEKEV S

kokkkkkkk Poksk Dskkke b b x| kokok |oskokoeosksksk |k kk |oskskokok |k |oskokokok ok k Isksk skosk |oskokoskosk | ook sk sk sk sk ok ok ok ok

o TVt 7ot O T SE KRB HIGE e oS

BTQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I EE [ EES
BTQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IKI EE [ EES
BTQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I EE [ EES
BTQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I EE A EES

. . KMT PlLKNSTYEEA SITIHTAMG SSSRIKAY.ASDYS....SEIE
* % wok L% % % % k % % * 1k | >k 5k 5k 3k 3k ok >k >k ok >k 3k 5k 5k %k ok sk sk sk | skok kosk sk sk kok ok |k sk kok * % %

BTy SBD&VWA@!L ISSuermtbion: e Tokbacey g

PRISKEIE
PRSSSL

* 1k kokskok Dok Doksk |oskkokokk |

396
396
396
396
396
398
396

475
475
475
475
476
478
475

544
544
544
544
553
556
546

624
624
624
624
610
618
603



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1

NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1037653 ACB332 RS06265 WP 063812253.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

Rl ot e

GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP,
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP,
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP)

X non conserved
B similar
>50% conserved

659
659
659
659
624
632
616



