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NTDB id 582 DLJ51 RS00505 WP 002962720.1 MDKEKLKEIFNKHSALPEEVEEFDDG.VKEVITAGClK 75
NTDB id 44 SMU RS09085 WP 002263585.1 29
NTDB id 554 STRINF RSO0370 WP 115283725.1 o ttvete et et e et et e e e e e e e e e e e e e e e et e e T| 27
NTDB id 1037083 ACB340 RS01450 WP 115224533.1 MNCCFFVVLFILGIVKKKRRLKMSITETRAAFEKVKPIILKLKRHYYIQLWD|ECHE
NTDB id 442 SPYM3 RS08515 WP 011106595.1 BN CCFFVVLFILGIVKKKRRLKMS IETRAJFEKVKPIILKLKRHYY I QL WD{EEEY]
NTDB id 441 SPYM3 RS01385 WP 011106595.1 MNCCFFVVLFILGIVKKKRRLKMSIETRAYFEKVKP I ILKLKRHYYT QL WD|ECHE

NTDB id 448 SpyM6JRS4 RS07800 WP 010921894.1
NTDB id 447 SpyM6JRS4 RS01370 WP 010921894.1
NTDB id 450 SPYM18 RS08475 WP 011018214.1

AMSIETRAAFEKVKPIILKLKRHYYIQLWD 51
AMSIETRAAFEKVKPIILKLKRHYYIQLWD 51
AMSIETRAAFEKVKPIILKLKRHYYIQLWD 51

NTDB id 449 SPYM18 RS01395 WP 011018214.1 MNCCFFVVLFILGIVKKKRRLKEMSIETRAAFEKVKPIILKLKRHYYIQLWD 51
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NTDB id 582 DLJ51 RS00505 WP 002962720.1 MDDWRIQE ITLMQLLER P LIM| EE LEMYFKTKFIISY [#DIY] R QESQKRJAF|Y 154
NTDB id 44 SMU RS09085 WP 002263585.1 R DWQEG ILEIQLL PELIJE g LYMYFKT FSNY KD LRE]QESQKRF E . 108
NTDB id 554 STRINF RS00370 WP 115283725.1 }j{ DV QEG I [PJQLLEI:P L [JYE MYEYFKTKFS KD 'R QESHKRIFN & S| 107
NTDB id 1037083 ACB340 RS01450 WP 115224533.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEGEVAHAIPSRGLW 130
NTDB id 442 SPYM3 RS08515 WP 011106595.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLWH 130
NTDB id 441 SPYM3 RS01385 WP 011106595.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLWR 130
NTDB id 448 SpyM6JRS4 RS07800 WP 010921894.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLWS 130
NTDB id 447 SpyM6JRS4 RS01370 WP 010921894.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLWH 130
NTDB id 450 SPYM18 RS08475 WP 011018214.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLWR 130
NTDB id 449 SPYM18 RS01395 WP 011018214.1 RDDWLQEGHIILLQLLERYPELIEEEERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHATIPSRGLWH 130
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NTDB id 582 DLJ51 RS00505 WP 002962720.1 207
NTDB id 44 SMU RS09085 WP 002263585.1 160
NTDB id 554 STRINF RS00370 WP 115283725.1 158

NTDB id 1037083 ACB340 RS01450 WP 115224533.1 YVAYQEVIASLENQLNSQERMQFQALIRGE.FKGRRALLRKISPYFKEFAQQL 183
NTDB id 442 SPYM3 RS08515 WP 011106595.1 YVAYQEVIASLENQLNSQERMQFQALIRGERFKGRRALLRKISPYFKEFAQQL 183
NTDB id 441 SPYM3 RS01385 WP 011106595.1 YVAYQEVIASLENQLNSQERMQFQALIRGERFKGRRALLRKISPYFKEFAQQL 183
NTDB id 448 SpyM6JRS4 RS07800 WP 010921894.1 YVAYQEVIASLENQLNSQERMQFQALIRGERFKGRRALLRKISPYFKEFAQQL 183
NTDB id 447 SpyM6JRS4 RS01370 WP 010921894.1 YVAYQEVIASLENQLNSQERMQFQALIRGERFKGRRALLRKISPYFKEFAQQL 183
NTDB id 450 SPYM18 RS08475 WP 011018214.1 183
NTDB id 449 SPYM18 RS01395 WP 011018214.1 183
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