logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

1036708 ACB356 RS04905 WP 002989693.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

1036708 ACB356 RS04905 WP 002989693.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

1036708 ACB356 RS04905 WP 002989693.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

1036708 ACB356 RS04905 WP 002989693.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

1036708 ACB356 RS04905 WP 002989693.1
363 SMU RS05195 WP 002262215.1

consensus

e RE

Sl

L BT B o GuAnReTEc 1.,

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL....
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL s

MEFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKD L s

sk Dok Dokokokokokoskokokok Dokoskok Dok DD Dok D Dokok D Dok | Do Do Pooskokok Dok D1 Dok | okookookook ok | ok ok ok ok ok ok ok ok ok ok > ok ok 5 5 5 5 5 %

eV T KGR TolAscARFLe ow) latbl s vl R R s

ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS

. GDABFIRKSNG
ok ok ok ok ok ok ok ok ok kR kokokokokk | L kok | ok ok ok ok ok ok ok | okskok skok sk ok kR ok ok ok ok Dok Dokokokokokok Dok DD sk Dok | sk ok ok ok o5 ok ok

WAoot |\ A IR AR S S LA

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ

sokkor Dok Dl sk Dokskoskoskoiskok Dok D bskske D Dskok Do Dok DD Dok Dok Dk |

UL T DAEIAYLEEIRL R oL LRI [ e TN VR

NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESTASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF

VTN TN PUE bbb sk b sk DL h b b iskskrskskrsk b Lorskr Ll |1 1ok | ok ok ok ok ok 5k

N e

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

sk bskokok Pk Doksk DL L L Lo DR Dl Do Do Doskskskoskokok || [ N N N S B B S e A T T T Y O O A A A |

156
156
156
156
159
154

236
236
236
236
238
233

316
316
316
316
318
313

396
396
396
396
398
393



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1

1036708 ACB356 RS04905 WP 002989693.1
363 SMU RS05195 WP 002262215.1

consensus

LN RO IR

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

IR e

X non conserved
B similar
>507% conserved

444
444
444
444
436
435



