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EQA ¢ M EFFYA P GEILEKAAIARF RTL lTFAAG PLV ALKSMAGATGN
il GAAIR PI GD' |jKAWIAR SRTLATTFAAGVPL DALIASTAGATINE YE
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P GDILMK B ARF RTL TTFAAGVPLVDALDSWAGATGN
* % > %k % % * %k k k * 3k * k k kokokokk sk |k | | | Il 1 sk skoskosk sk k| oskosk sk ok k ok 1 % %k %

ot e R b o v CEES e Lok b DD o oty

QMVHIGEESGE
QMVEIIGEESG

QM IGEESG LD MLIYKIVAIXFYE EVDNAV{EWT FAy
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