logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1036470 ACA097 RS10530 WP 009615249.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1036470 ACA097 RS10530 WP 009615249.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1036470 ACA097 RS10530 WP 009615249.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1036470 ACA097 RS10530 WP 009615249.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

T EEALSHAE LR PR A

e WA V0BT BRTAETL 4 By

...... WIGK 1B DDIAKIZTEPRSNSPNLENKEGMDINI TAIJDGIREALSK)REIRNPD Iiy D MBPIZLDGIE (e 1N B

MEREDPIELKVMVIDDSKTIRRTAETLLIKJIGCDVITA DGF AL KIA jp§iP IIFVDIMMPRLDGYQTCALIKNNEFY |

MEPENANNLKVMVIDDSKTIRRTAETLLIN EGC VITA DGFEALSKIAEMNPDI FVDIMMPRLDGYQTCALIKNRION [A
] 1 | *

* X k Dokokokok Dok Dok Dokoskoskoskokokok b skok Dokoskosk DD Do D lokok D Dok Dokokok ok Dokoskoskoskok Dok Dok Dok D1 skoskoskosk sk kokokok ok

| \.SiKDsI;FDW Y QDE\MK FShEEH.EM&HY%EmYE% CAEENASG I PE| | 1CDLQI LPDAFVA

SV

NI

HEREERRUA RSN O/ S EIV I (¢ L ERNe N IDNARN QAN RIANNAR MYA R R TENEASIN\WVAEENASGIPEIIIGDLQILPDAFVA

RMSPVIMLSSKDGLFDKAKGR VGSD@YLTKPFSK ELL ATKENHV)IZ0INE [N A

)] PVIMLSSKDGLFDRAKGR VGSD YLTKPFSK ELLINA I N H VIS
..... IS Xk ok

KKRCTEVEL THREFELLHHLATHTCQV TREHLLETVWCYDYFCDVRTVDVTVRRLREK I EDTPSRPEY | LTRRGVEYY
KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKTEDTPSRPEYILTRRGVGYYM

KSYD

KSYD 235
135
127

X non conserved
B similar
i >50% conserved

151
135
127

231
135
127



