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NTDB id 1036447 ACA346 RS09260 WP 418126775.1 MKKYQEVYNDLKEKIRTNVYPAETSLPTEQQLQEMYQVSRDTVRKALAILTERGMIQKVQGRGSLVLKQELLNFPISGLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!! ** ! ! ! *!* !!*! ! ! !!!!!!!!! *!! ! ! !!!!!! **! ! *!!!*! !!
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NTDB id 1036447 ACA346 RS09260 WP 418126775.1 SYQELTDALQLQSDTAVVDLELITVNSNLSQLTGFEPFSKVWKIVRTRSIDGKVSVVDTDYLSSDIVPKMDKEIAKGSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!! !!** ! !* ** * ! !* !!!!!* !!*! ! ! !!! !**!!!!! **!*! *!!! *!!!
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NTDB id 1036447 ACA346 RS09260 WP 418126775.1 QYLEKELKLDISYAQKEITVEPTSWEERELMKT.QDDYLVLIKSRVFLGDTQQFQYTESKHKIDKFRFVDFARRKHSL 237
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD. 237
consensus !!! !!!!! !!!! !!*** ! ** !* * * **! *!!*!*! !!!!*!!!*!!**!!!!!!!!!!** *

X non conserved

X similar

X ≥ 50% conserved


