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NTDB id 1036432 ACA346 RS04955 WP 418127409.1 MSKRFKKIISTDKFSFFIRYFAVFTLIFGLMTAIIFQLMRSTMYQTSDSTLARIKDAPALVVGFAIARTYEPNSEFIIQD 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNN.PITEAENGD 79
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NTDB id 1036432 ACA346 RS04955 WP 418127409.1 GNIADESDSAESNSDTQNSPKNQKDDQLKLGYNTHVLLYSKDG.QVVNPDNFTGLSDLSLDKKNLGEIKEVTVDSTFGSS 159
NTDB id 259 KZH43 RS03480 WP 000491790.1 AD..................ASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 218 SPD RS03780 WP 000491790.1 AD..................ASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 184 SPR RS03565 WP 000491790.1 AD..................ASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 148 SP RS03910 WP 000491790.1 AD..................ASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 363 SMU RS05195 WP 002262215.1 .A..................SFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQT 140
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NTDB id 1036432 ACA346 RS04955 WP 418127409.1 EDYRYVTIELAPDDLGYYSSYDIKYATIFVNVSQIKSSIETYETAVAIVMVSAWLISILASIYLSNLSMRPILISYQKQK 239
NTDB id 259 KZH43 RS03480 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 218 SPD RS03780 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 184 SPR RS03565 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 148 SP RS03910 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 363 SMU RS05195 WP 002262215.1 EKYRTVTVKVNN.DF....YPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQK 215
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NTDB id 1036432 ACA346 RS04955 WP 418127409.1 DFVENASHELRTPLAVLQNRLEGLFRHPNATILESSESIGSSLEEVRNMRMLTTNLLNLARRDDGFKLDIVEVPPSYFDE 319
NTDB id 259 KZH43 RS03480 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 218 SPD RS03780 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 184 SPR RS03565 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 148 SP RS03910 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 363 SMU RS05195 WP 002262215.1 SFVENASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDD 295
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NTDB id 1036432 ACA346 RS04955 WP 418127409.1 IFENYMMIADENGKTVTVNNLIDQPIRTDKVLVKQLLTILFDNAMKYTEDDGAIQVTANIKDKLVYFTVADNGLGISDSD 399
NTDB id 259 KZH43 RS03480 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 218 SPD RS03780 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 184 SPR RS03565 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 148 SP RS03910 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 363 SMU RS05195 WP 002262215.1 TFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDED 375
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NTDB id 1036432 ACA346 RS04955 WP 418127409.1 KKKIFDRFYRVDKARTRSKGGFGLGLSLALQISNSLKGTITVRDNQPKGTIFEVRLPR........ 457
NTDB id 259 KZH43 RS03480 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 363 SMU RS05195 WP 002262215.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
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