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NTDB id 124 BSU 16930 NP 389575.2 Q Q Q

NTDB id 1036412 ACA346 RS00410 WP 217374496.1

NTDB id 462 GPW51 RS00385 WP 012774894.1

NTDB id 412 SMU RS09535 WP 002262393.1

NTDB id 170 SP RS09755 WP 000642718.1

NTDB id 280 KZH43 RS08670 WP 000642700.1

NTDB id 205 SPR RS08830 WP 000642700.1

NTDB id 239 SPD RS09270 WP 000642701.1

NTDB id 538 SMSK321 RS11060 WP 000642686.1

NTDB id 510 SM12261 RS08320 WP 000642690.1
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NTDB id 124 BSU 16930 NP 389575.2 Q

NTDB id 1036412 ACA346 RS00410 WP 217374496.1

NTDB id 462 GPW51 RS00385 WP 012774894.1

NTDB id 412 SMU RS09535 WP 002262393.1

NTDB id 170 SP RS09755 WP 000642718.1

NTDB id 280 KZH43 RS08670 WP 000642700.1

NTDB id 205 SPR RS08830 WP 000642700.1

NTDB id 239 SPD RS09270 WP 000642701.1 FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE

NTDB id 538 SMSK321 RS11060 WP 000642686.1 FFARPDYARTPNNERQAQIVEGAPLPNETGLAVGG LEVDGVTYVVLPGPPSE

NTDB id 510 SM12261 RS08320 WP 000642690.1 FFARNRPDYARTPNNERQAQ VEGAIPLPNETGLAVGG LEVDGVTYVVLPGPPSE
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NTDB id 124 BSU 16930 NP 389575.2 L PMIgaN - IWAPIRLIRQQuLE DK WUSPVLRFFGIGESQLI2FNYLIND ' IDINQT 'PT 'APIRAEWIGEVTLRL EKsl ]3] - IENAN

NTDB id 1036412 ACA346 RS00410 WP 217374496.1 8] MMALYSRVLRFFGIGESQLVT LADLIDISQTDPT APYAKGEVTLRLSTKAESQEEAN

NTDB id 462 GPW51 RS00385 WP 012774894.1 8] MNALYSRVLRFFGIGESQLVT LAD IDISQTDPTLAPYAKWGEVTLRLSTKA SQEEAN)®

NTDB id 412 SMU RS09535 WP 002262393.1 TKLYSRVLRFFGIGES.LVT LlDLIQTDPT APYAKTGEVT RLSTKA.Q.EA SK

NTDB id 170 SP RS09755 WP 000642718.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQN

NTDB id 280 KZH43 RS08670 WP 000642700.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQEN

NTDB id 205 SPR RS08830 WP 000642700.1 MM TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQIN

NTDB id 239 SPD RS09270 WP 000642701.1 M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQPEN

NTDB id 538 SMSK321 RS11060 WP 000642686.1 M TGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQM

NTDB id 510 SM12261 RS08320 WP 000642690.1 NTGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQYY
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232
232
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NTDB id 124 BSU 16930 NP 389575.2

NTDB id 1036412 ACA346 RS00410 WP 217374496.1
NTDB id 462 GPW51 RS00385 WP 012774894.1

NTDB id 412 SMU RS09535 WP 002262393.1

NTDB id 170 SP RS09755 WP 000642718.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAIYFSGUSSIFIMGGFVTYS
NTDB id 280 KZH43 RS08670 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAIYFSGUSSIFIXGGFVTYS
NTDB id 205 SPR RS08830 WP 000642700.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIAGGFVTYS
NTDB id 239 SPD RS09270 WP 000642701.1 SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAIYFSGUSSIFIAGGFVTYS
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLRDLCYGYGEEHSLASIVVEELK QGKTIWAAESLTAGLFQATVAMFSG SSIFISGGFVTYS
NTDB id 510 SM12261 RS08320 WP 000642690.1 SLRDIMCYGYGEETSLASIVVEELKRQGKTIN AESLTAGLFQARIVAPFSG SSIFJQGGFVTYS
consensus Poskskosk Dskok D sksk  skkskoskskskskskkkokok |k | ko bk ok ok ko k ok * % k % ko bk Lkl k% k% * %k 11 skosk sk k ok
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Vs DVKQ B H LE Vqt /\LXF < (QL AK YLA SAiegﬁLg¥rL |/\
NTDB id 124 BSU 16930 NP 389575.2 N VQNVGlKKET-RFlA-KECISELKGVQKLGIF Q-E'.PH

NTDB id 1036412 ACA346 RS00410 WP 217374496.1 SEENSRIBEEL[MML VISV A VK|S TVDNV
NTDB id 462 GPW51 RS00385 WP 012774894.1
NTDB id 412 SMU RS09535 WP 002262393.1
NTDB id 170 SP RS09755 WP 000642718.1

NTDB id 280 KZH43 RS08670 WP 000642700.1
NTDB id 205 SPR RS08830 WP 000642700.1
NTDB id 239 SPD RS09270 WP 000642701.1
NTDB id 538 SMSK321 RS11060 WP 000642686.1

NTDB id 510 SM12261 RS08320 WP 000642690.1
consensus * %k k| kkk x * % %k % k %k 5k sk 5k sk ok k| oskosk sk k ok ok * | okokokok ok | * *kk kx| s 3k 5k >k %k %k 5k 5k 3k k k %

BROR. A HAFNLIRKALLD.

NTDB id 124 BSU 16930 NP 389575.2 416
NTDB id 1036412 ACA346 RS00410 WP 217374496.1 393
NTDB id 462 GPW51 RS00385 WP 012774894.1 393
NTDB id 412 SMU RS09535 WP 002262393.1 418
NTDB id 170 SP RS09755 WP 000642718.1 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 418
NTDB id 205 SPR RS08830 WP 000642700.1 418
NTDB id 239 SPD RS09270 WP 000642701.1 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 418
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