logo

NTDB id 1383
NTDB id 1038
NTDB id 1197
NTDB id 1204
NTDB id 1191
NTDB id 1119
NTDB id 1109
NTDB id 1424
NTDB id 1002

consensus

logo

NTDB id 1383
NTDB id 1038
NTDB id 1197
NTDB id 1204
NTDB id 1191
NTDB id 1119
NTDB id 1109
NTDB id 1424
NTDB id 1002

NTDB id 1274
NTDB id 1258
consensus

<0

logo

NTDB id 1383
NTDB id 1038
NTDB id 1197
NTDB id 1204
NTDB id 1191
NTDB id 1119
NTDB id 1109
NTDB id 1424
NTDB id 1002

consensus

A4U84 RS08530 WP 005711781.1
HON27 RS01510 WP 000993725.1

PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1
AAC28468.1 484..945( )

NGFG RS11465 WP 017147169.1
0K783 RS10670 WP 157147416.1

RS RS02795 WP 011000517.1

ACIAD RS15100 WP 004923779.1
NTDB id 1036223 AB9V63 RS04755 WP 007246132.1
NTDB id 1274 LPP RS09530 WP 011214168.1

NTDB id 1258 GCO85 RS09745 WP 014844212.1

A4U84 RS08530 WP 005711781.1
HON27 RS01510 WP 000993725.1

PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1
AAC28468.1 484..945( )

NGFG RS11465 WP 017147169.1
0K783 RS10670 WP 157147416.1

RS RS02795 WP 011000517.1

ACIAD RS15100 WP 004923779.1
NTDB id 1036223 ABO9V63 RS04755 WP 007246132.1
LPP RS09530 WP 011214168.1

GCO85 RS09745 WP 014844212.1

A4U84 RS08530 WP 005711781.1
HON27 RS01510 WP 000993725.1

PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1
AAC28468.1 484..945( )

NGFG RS11465 WP 017147169.1
0K783 RS10670 WP 157147416.1
RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
NTDB id 1036223 AB9V63 RS04755 WP 007246132.
NTDB id 1274 LPP RS09530 WP 011214168.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1

VX

AR

QUNSEFBEISSIIMT Y.iNA WEMCAVIZTKLSD . V(¢

KkaﬁngﬁégﬁAFIt

H. VIA
...... IVSAADNANRIS N AAABBAETTPGINIGE . IRQLSRYE@K TIFSL TS TDE(¢
.MKPVKSSCRGISINEARNRAVERNCHN VOV UV RGNS TAASEEAET TP AJSARE . |HQOLMSE[HTIXSLVSSLPE
GAWRABR{ESFIENAAALVA[Y
TiRY YR HEKWIFENNTSAGV
IR LIAEG QISSERUTIZY YR HE TWJFKDNTSAGV
LINAQAJSALNYSIANIAIAQSDLSV. . . . GS
APNS SMIST T\USIAN TIACALVAGTPSTA(E
QIAS AJSLIRY AR TINAN V[ElGVANVTAANS[¢

......... LEDSAIMLEUSIHTESTNNALIFAT . QAATE®
......... LEADSAJSLERUSIHTESETNNALIFAT . QAATG
(I A | | kkskk skkkkkk * %k * %k *

K N |-I-V ~KT : V
E%EXhAQBK%N AT YVACYSV Yo V KoﬁA© A et DEAA KT'KL LYak SASBQ?.I E.o HE
.NGVRA.DKSDVPDAK-KSIS ....... GIT AGKGNIDG.......... YGYTH. . TPKFANN . NETATSCQ
FTAATS......... SVCATYS DAFTETD WLKGN........ PKIATKIVE TRST
YBGITD....... STSFCD. . ... VDLDTA/AD(EHMECIAKGGNA . . . . .. GKFDGKTIT NRTA
FEGIGA....... STNMCT. . ... VTLIATITESIEICITQNGMP. . . . . . DRFNGKTIT .ARTT.
NMIFDS...ANGLDGKMF............ INP(e|GNEM P D TGEINIAFDAGANAGKTMT TPTVIAASGQISTW ®APG .

ASPPT..... DIKGKMIKE. .MEV. . . .. SABMLSSEVN. . . .. NEIKGK..KBSLWGRRENE.
JASA.S..... TIKGK QK.. ..... WAQMASTEVN . . . .. KEIQDX. .KBSLWAKRQD[H.
SEFTPT......... KN\YAN . TIAGTGTVPGQIT Y TTA GGGTLALVPTAAG .TALPVSSAPS[.
SSCVGVQEISASNATTN\AT. A .TCGASEAEQUMIMMDTTKAKGA. . .N........ TLTPTYAS[H.
FEFNPV. . ... AGTNSFRIGA . LAVG. NG VISRBNTKET AAVQPVFN ........ NPVQASPND.
YMSP........ AATPN|AS . CATIG. ANE VRSN Y TAABGGGT . .IV. . ... .. T.PTLQANE.
YMSP........ AATPNJQS. .AIG. ANGVIT YTAAMGGGT. . II........ T.PTLQAN[E

* * % * * *

............... GABISLEJY NFCGQKATP...... 154
................ PTEBLIZKGE®TAGTPTEGAITSL 149
............ 139
............ 141
........... 153
TISHLIZST@®HDKASDAK. . . .. 166
TISHLIST@HDESSAT . . . . .. 164
............ 168
........... 147
............ 143
........... 136
........... 136

TRADDDTVADAKDGKE
TRTGDNDDTVADANNA
KAQAASS.VAPSGTMS

136
126
128
130
138
132
131
142
135
131
123
123



(>4 ES

non conserved
similar
>50% conserved



