
logo MKRNQSHKGMVI FLIASR I
R
Q
F
L
G
I
S
L
M
I
A
S
G
T
A
L
I
L
V
S
A
Y
I
A
M
V
S
A
F
L
I
S
M
L
M
A
Q
V
P
A
Y
A
L
S
K
L
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
Q
I
T
K
N
S
L
I
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
G
M
QFDSNEKGLPLVPAKPQATLQPARQGSAFYI

T
Q
I
T
L
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGDQMNQGQKI

L
A
G
K
P

SDKST
Q

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 MNKMLSRLSISLLAAVF.APALLAANLQSVDVAALPGDRVELKLGFDGPVA.TPRGYTIEQPARIALDLPGVQNKLG..S 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAAMF.APALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ** **** *** * *** ** * ** ********** ! *** ! ** ***! !**!!* ** * *

logo

S
K
L
K
N
T

K
R
I
P
E
S
T

I
L
V
G
S
T
A
Q

L
V
T
N
G
N
S
E
T
L
A
H
R
SS ILYVNTDI

V
S
T
V
A
E
S
A
V
D
G
K
D
K
Q
DRASTVRVALVTI ILVENLATDKRTDTALSSGVPASFYSTGTSRSTVAEGSNI

N
T
V

L
Y
F
F
Y
S
I
V
LKVLVIGNNSGI

S
K
A
G
P
S
Q
S
A
N
T

A
G
T
D
S

S
A
L
N

T
F
K
S

V
E
A
NSTKASPYAVKSAASPASPATVLASP I

T
Y
V
S
A
V
A
Q
R
E
S

V
P
I
F
A
K
Q
I
P
T
K
N
P
Q
V
Y

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 KNRELGVGNARSLTVVEAKDRTRLIVNLATLVPYTTRSEGSNLYVVVGGAGAASS....SYASAAPASTPIARPAQPKPY 152
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT............PVATSAPA..... 140
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK............PLPVVS.A..... 139
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK............PLPVVS.A..... 139
consensus * *** ** * !* ** *!*!****! ******!* * **** * *

logo

VNPPQAQGKPKRHQAEGVIGKRSRNIGDFRQGR I
G
A
S
E
K
Q
Q
G
G
EGNRLVLVVIDVLQLSGDPSTGTNLVITSP I

P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVI

L
V
D
E
N
R
T
F
A
I
L
P

K
R
N
G
I
TQKLIPDLTAHNLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINTDSMAASQYAQNAQEDSKGSDGKNRVKATVG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 VPAGKAIRNIDFQRGEQGEGNVVIDLSDPTVSPDIQEQGGKIRLEFPRTQLPDNLRVRLDVKDFATPVQFVNAAAAGDKA 232
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..PQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus * * ****!*!*******! !**!**** ***!****! **** ** ***! ! *!*** !!**!!* * * *** **

logo

R
S
V
M
I
S
TI ELQPSKTSGLVDSYDGEHYFLMAVYQTVADNEKNQRKMFLMTI

V
D
S
I
V
L
F
KRPMLPQTQTADDENDEKVAINEVRKLRQTNARSSLKLYKNDKAKNTFPQAVNFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTNDGLINLMVTVAASDKTSVQG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 SITIEPTGVYDYLVYQTDNRMTVSIKPLTQDDAEKRKKDAFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 312
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQD.NVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus **! **! !****!! ************ ** * * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!!!



logo

D
NITLHRLNQKNDI

VPWDQALDLIVI LTKTQKNGLDKRKRLVKNGNVLMIWLVIDATPAKVDESASE I
M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

V
Q
K
Q
A
T
Q
S
I
A
S
T
E
V

E
KLEAP I

LQRRSTDEYL I LQI
V
L
K
NYAKAGADI EMAGVKLFI

NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 NITLRLQNVPWDQALDLVLKTKGLDKRKVGNVLLVAPAEEIAARERQELEAQKQISELAPLRRELIQVNYAKAADIAKLF 392
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!**!!!!* !!!***** *** * !******* ** *!*!*****!***!!!!*!!* !*

logo

K
Q
T
D
S
Q
K
V
G
R
S
T
G
S
N
D
L
S
N
S
G
A
G
T
N
P
Q
S
G
E
G
N
L
A
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNPSNQ

V
A
N
G
A
G
T
S
G
K
L
A
E
L
D
G
S
G
N
D
PRGKSTLI STLQVDPADRTNASTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI

L
M
V
I
A
S
K
D
L
QLDVIQPVRKQV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 QSVTGLGAPGA......................PQAAGADNRGSLTVDDRTNAIIAYQTQDRLDELRRIVAQLDIPVRQV 450
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus * ***** !!****!*!!!******** *****!*** *!!**!*!!

logo

L
M
V
I EAR IVREVAANSTKVTGDSYFDTSQKDSEMILG I

V
K
RWGGVIASLFYRSHSPQKSTGGHINLTQNSNSNGNTLLEVGAGNSETTNLWDSLNFGALYRNEGKTPAKDSGKPDNAI

R
E
N

G
T
I
V
K
SDEGDQGLFML

N
C
PGPTIAD

G
S
T
C
I
T
T
G
F
N
G
F
G
P
Y
T
V
K
A
T
V
Y
G
Q
P
T
D
T
L
I
G
S
E
K
V
R
A
S
R
P

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE....LARGTAPAN....................VVPLERR 488
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE....LARGTAPAN....................VVPLERR 488
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 MIEARIVEAAVDYSKSLGVRWGGAFSSG..............NWDFYGKDGARTVSDGQLFLPGT..DTIGNFKAQDGVA 514
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKG..............NWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKS 516
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN....................GTYTIERP 508
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDET...............TGGYKYTIERP 521
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDET...............TGGYKYTIERP 521
consensus **!!!!!*** *****!**!!* * ** * * ** ***

logo

LNLP
D
S
V
L
N
A
P
L
A
F
N
A
VPDMLTGAGVKTSADNTASTPGASTAGVSSGIGAI

L
F
A
G
F
K
L
L
I
T
N
S
L
MS
D
H
D
N
A
F
I
I
L
MLDLQELSAMLQEKSASTEDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGVEQSQE I

VPYQSETASTNSSAGAG
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA. 566
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA. 566
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 ...PVPFVDMGVANS.TSGIGIGFLS.DHAMLDLQLSAMEKSGNGEVVSQPKVVTSDKETAKILKGSEIPYQEASSSGA. 588
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...PSPFVDLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA. 590
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...DNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAG 585
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...DNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...DNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
consensus * ***** * * *!*** ** * *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*!



logo

STA
T
A
S
T
V
T
A
SFKDKEAAVLLASLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIATSNNQKDAETS IVPNADSYAQSGPYANQMTAQFLPLNGEVALPAPI LIKINTKKNTNEVIQNATKNI

VLVDNDNGQETVI IV I
LGGI

V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
S
T
M
N
N
K
A
V
S
I
Q
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 ..TSVSFKEAALALEVTPQITPDNRIIMEVKVNKDEPDYANALNGVPPIKKNEVNAKVLVNDGETIVIGGVFSNTQTKAV 666
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSV 668
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAV 664
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
consensus ****!!*!*!*! !!!*!!!!**!**** * *!** ** *!** **********!!**!*!***!!** ** * *

logo

D
E
N
T
R
K
I
VPFLFGEDVILPFYVI

L
VGI

RLFKSRNRKTRDAQTVI
V
K
S
T
E
L
D
A
R
S
D
K

N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
F
I
V
A
S

G
A
I
R

I
V
T
N
G
T
H
I
R
EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1035860 ACAW63 RS02105 WP 371231341.1 DKVPFLGDVPFIGRLFRRDTVTDSKSELLVFLTPRIMNNQAFAVGR......... 712
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus **!!*!**!**!*!!*** *** **!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


