
logo MASKNQKPKKTVLPPQHQNTQQRPGFLEYLMDPRPVFDKRPKKRAEKRKLAEGKTAI ITGGDSGIGRAVSVLFAKEGANVVIVYLNEHQRDAEETKGQY
NTDB id 103584 B34 RS20910 WP 003180352.1 MSKQPKKVLPPQHQTQRPGLEYLMDPRPVFDRPKRERKLAGKTAIITGGDSGIGRAVSVLFAKEGANVVIVYLNEHRDAEETKGY 85
NTDB id 122 BSU 10400 NP 388921.1 MANQKKKTLPPQHQNQQPGFEYLMDPRPVFDKPKKAKKLEGKTAIITGGDSGIGRAVSVLFAKEGANVVIVYLNEHQDAEETKQY 85
consensus ! !*!! !!!!!! ! !! !!!!!!!!!!!*!!* *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !

logo VEKEGVGKCKLL IAGDI
VGDEAFCNDVVGRQRAKSEQAVFPSTIDI LVNNAAEQHPVQKPGS I EKITSHQL IRTFQTNI FSMFYLTKAVLPHLKKGS

NTDB id 103584 B34 RS20910 WP 003180352.1 VEKEGVGCKLIAGDIGDEAFCNDVVRRAKEAFPTIDILVNNAAEQHPQKGIEKITSHQLIRTFQTNIFSMFYLTKAVLPHLKKGS 170
NTDB id 122 BSU 10400 NP 388921.1 VEKEGVKCLLIAGDVGDEAFCNDVVGQASQVFPSIDILVNNAAEQHVQPSIEKITSHQLIRTFQTNIFSMFYLTKAVLPHLKKGS 170
consensus !!!!!! ! !!!!!*!!!!!!!!!! ! !!*!!!!!!!!!!!!*!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S I INTATS ITAYAKGNEKRTL IDYSASTKGAITVSTFTRSLASLQSLVDQQGIRVNAGVAPGP IWTPL IPASSTFATAEKRDEVE I
VFGSDTTVPMERPGQPAVEV

NTDB id 103584 B34 RS20910 WP 003180352.1 SIINTTSITAYAGNERLIDYSSTKGAITSFTRSLALSLVDQGIRVNGVAPGPIWTPLIPSTFTEREVEIFGSTTPMERPGQPAEV 255
NTDB id 122 BSU 10400 NP 388921.1 SIINTASITAYKGNKTLIDYSATKGAIVTFTRSLSQSLVQQGIRVNAVAPGPIWTPLIPASFAAKDVEVFGSDVPMERPGQPVEV 255
consensus !!!!! !!!!! !! !!!!! !!!!! *!!!!! !!! !!!!!!*!!!!!!!!!!!! *! **!!*!!! !!!!!!!! !!

logo APSYLFYLASDDSSTYMVTGQTVI
LHVNGGTI IVNG

NTDB id 103584 B34 RS20910 WP 003180352.1 APSYLFLASDDSSYMTGQVLHVNGGTIING 285
NTDB id 122 BSU 10400 NP 388921.1 APSYLYLASDDSTYVTGQTIHVNGGTIVNG 285
consensus !!!!!*!!!!!!*!*!!! *!!!!!!!*!!
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