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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 MKARYNKISILLVLMSLVYVIYLTYISNNNLLVGASVSKNKKSDVVITNVEDYTMAYYSGIQKGDIVKRINNSNINPNEI 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !! ! *! ****!**!* ! !!!! ! ***! **!! !! *! * * * * * !* !!!* *!! * * **
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 KMNKLKNVSSMIVERDGKNVELKL....TLLNDKNFSTYLIPLIFYAVCLFCCLFILKINESKNLLSALILIVFLLSASI 156
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus ! ! ** !* * ! !! **!! ****!! * ! ***!! !! *** !* *!!!*! * ! !!!* !! !!
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 AFISAGGSTKGDLLSRCMMVLTLISVPLNYLLFLYQYFKELGTILFSKKVFILYLIPAINVVCELFRSYLFFR.DYVPKL 235
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 NLLSFFILFIIVGIYFVLILMKNKDTEQAHIIKILAIINIFSFSPFLCLYLIPYVFLNAHYVSSFLSASFMLLIPFSLVY 315
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVY 319
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 QFMTNKIYNIDFILSRLKYYGFLALTPTIILISTIELFRSPESDYYNIKLTLLIYIIMLAVFYYKEVLDFRFRLKRVSEK 395
NTDB id 91 BSU 31690 NP 391047.2 QFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEK 399
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 FNYQDSVYKFTQLIRDSSSVTQVFGELKTTILEVLLVSRAHIYEVTFDGNIKPYEEVNLHSYHDIYQKQFSKVISEIGKI 475
NTDB id 91 BSU 31690 NP 391047.2 FNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKI 479
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 VEFNNGFVMKIGERGGKSFVILCLSKMNTPRLTLEEISWLKTLAFYTNVSIENVMKIEELMSHLEEIKQQESNPVWLKKL 555
NTDB id 91 BSU 31690 NP 391047.2 IEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKL 559
consensus *! !*!!*!!*!!!!! !*!*!!!! *!!!!!! *!!!!!!!! !!! !!*!!!**!!!!! !! **!! *!!*!!!!!
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 MYTIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKKE.DPCKNEVQDKLVQMNQQMSDVILMTRETCHELRPQLLY 634
NTDB id 91 BSU 31690 NP 391047.2 MFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLY 639
consensus !* !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!** !!* !!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 DLGLVKALSKLVAQQQESAPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAMKHSQASEVLIMLISFQNKIVLHYEDD 714
NTDB id 91 BSU 31690 NP 391047.2 DLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDD 719
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!**!!!!!!! !!!!!!!!!!!
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NTDB id 1035779 ABKQ09 RS15730 WP 268532909.1 GVGFDKEKLNEQSMSMGLSGIKERVRALDGHLRIDTSVGNGLRADIEMEL 764
NTDB id 91 BSU 31690 NP 391047.2 GVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!! !! !*!!!!!!!!!!!!!!!!!!*!!!*!! ! ! *!!!!*!!
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