
logo MNWFLNYQHKKAI I ILLTAAGGSAAVI
VF ITAVI LMI
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NTDB id 1035768 ABKQ09 RS12915 WP 061669960.1 MNWFYQHKKIILTAGGAVIFIVILLIFPGAKKQEPVQQITSSPDTAGTQVQQQESKGDADGEKIIIDIKGAVKHPGVYEL 80
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAVP..TETENTVVKQEANNDESNETIVIDIKGAVQHPGVYEM 78
consensus !!! !!!! !* !* ! *! !** * *! !!! ! *** ! !! ! ! !*!!!!!!! !!!!!!*

logo

K
RTGDRVSQAI EKAGGI

T
N
S
E
S
E
QADEAKQVNLAE I

LLQDGTVVYIPKSEKGEEPTATQVQSAQAGAGGNAGSVQNSDGAGGKEGALVNINTASTLEELQAGI S
NTDB id 1035768 ABKQ09 RS12915 WP 061669960.1 KTGDRVSQAIEKAGGINSEADEKQVNLAELLQDGTVVYIPSEGEEPTQSAAANASVQNGAGKEALVNINTASLEELQAIS 160
NTDB id 105 BSU 25590 NP 390437.1 RTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDGGKGALVNINTATLEELQGIS 158
consensus *!!!!!!!!!!!!!! !!! !!!!!!*!!!!!!!!!! !!!* ** *!!! *!! !!!!!!!!*!!!!!*!!

logo GVGPSKAEAI IAYREENGKRFQATI
VEDITKNVSGIGEKSFEKIKSAS ITVK

NTDB id 1035768 ABKQ09 RS12915 WP 061669960.1 GVGPSKAEAIIAYREENGKFQAVEDITNVSGIGEKSFEKIKSAITVK 207
NTDB id 105 BSU 25590 NP 390437.1 GVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
consensus !!!!!!!!!!!!!!!!!!*!! *!!!! !!!!!!!!!!!!!! !!!!
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