
logo MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPTNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMI LSMRG
NTDB id 1035765 ABKQ09 RS12745 WP 061669975.1 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKTNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I REDLFLTAYAAFYI
VAELVDKRGTEEKKPNPYLFEFL I LESLKQRLNEGTDPDVITF IVQMKMLGVI

MGLYPELNHCVHCKQSQDG
NTDB id 1035765 ABKQ09 RS12745 WP 061669975.1 IREDLFLTAYAAFIAELVDKGTEEKKPNPYLFELILESLKRLNEGTDPDVITFIVQMKMLGVIGLYPELNHCVHCQSQDG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!

logo TFHFSVRTDNGF ICHRCFEGKDPYKR I
VP IKTPQTARLLRLFYYFDLSRLGNVS ILKEQETKADELKQRVIDLYYEEYSGI

LYLKSKRFL
NTDB id 1035765 ABKQ09 RS12745 WP 061669975.1 TFHFSVTDNGFICHRCFGKDPYKVPITPQTARLLRLFYYFDLSRLGNVSIKQETKDELKRVIDLYYEEYSGIYLKSKRFL 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!!! !!!!!!!!!! !!!!**!! !!!!!!!!!!!!!!!!!!!!!!*! !!! !!! !!!!!!!!!!!*!!!!!!!!

logo DQMESMKHNLMGENKS
NTDB id 1035765 ABKQ09 RS12745 WP 061669975.1 DQMESMKNLMGENKS 255
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS 255
consensus !!!!!!!*!!!!!!!
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