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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1035626 AB1S55 RS16555 WP 370979289.1 MASRGVNKVILVGNCGQDPETKFTANGAAVTNLSVATSETWKDKQTGQNQERTEWHRVVFFNRLAEIVGEYVRKGSKLYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQ..SQ......................EA 128
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQ..SQ......................EA 128
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGN.QGSG...........WNQAPAQTNYNQGGYSDN 142
NTDB id 1035626 AB1S55 RS16555 WP 370979289.1 EGSLRTRKWQDQGGQDRYTTEIVASE....MQMLDSRGEQGGAYGGAAMGGMAPQQAAPQQPFAQQPQQAAP.....QQA 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ...GGMNVPA..QQGSWG................ 139
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NTDB id 1131 NGFG RS05740 WP 003695064.1 YQ.RPAQQSRQPAPDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 YQ.RPAQQSRQPASDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNN...NFNGGNATRP.......QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1035626 AB1S55 RS16555 WP 370979289.1 YAQAPQQAASQPRQAPQQ.......APQAAPAPQAPPAMDAFDDDIPF 192
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...QPQQPAKQHQPMQQS.......APQQYSQPQYNEPPMDFDDDIPF 177
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