logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1035609 AB1S55 RS05200 WP 370980730.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1035609 AB1S55 RS05200 WP 370980730.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

.lengéESVKggASDtUL%

I§ SDLH SAG

I SDLH SAG
[BASDLHLSAG
BASDLHLS G

K [ASDLHLSAG
[ IFASDLHLSAG
EASDLHLSAG
[BASDLHLSAG
IGASDLHLSAG
D1 skokoskok ok |

vl

* % ok % ok

1

1% %k % %

A

PI=L]

+*  EEEE ) @ QEEEEETE]

UL k] x ok Lk Dk | orok

x|
)

i

LA

S
BIPMIRVEIG
SIPMIR VG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

* ok %k k% * 1ok

RsLEQL E|E

= =cli=ci=c == v Ji=v]i=c-c Ji=c = - = v =}

< e

o T TS O TLAR s

D el iscselfl vl IDkReet bORSEE

KAFFQ

. SVARKIT AR

I ADINSGRGLVLVNGINTGSGKSTT /A AMyNelYjiN[ahs|- yyelH T

i K
A

E LGLENIF
kokokkok okkok kk ok

* % %

14 AMSIRGLVLVTGPTGSGKSTTLAA
DI FPRGLVLVTGPTGSGKSTTLAAM
ISTPWAPRGLVLVTGPTGSGKSTTLAAM
i PAMPRGLVLVTGPTGSGKSTTLAAM
DITOMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMPRG VLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
Pookokokoe Do D DD Dok ]

E ASFSRGLVLVTGPTGSGKSTTLAAﬁ
V

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1035609 AB1S55 RS05200 WP 370980730.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1035609 AB1S55 RS05200 WP 370980730.1

1202
1194
1020
1081
1060
1040

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

WNALR ALR [APD
INYALRSALREDPD
IN{ALESALREDPD
IQYALRSALREDPD
QYA LRSALREDPD
WALRSALREDPD
WALRSALREDPD
INdALRSALREDPD
JIALRSALREDPD
)3ALRSALREDPD
WA LRSALREDPD
WA LRSALREDPD
WA LRSALREDPD
WA LRSALREDPD

IL GEMRERIER DRALINGAETGHLVF . TLHISYARIN
ILVGEMRDMETI [\A TAAETGHLVJIGTLHTHS Aj
ILVGEMRDPETIiLALTAAETGHLVFGTLHT E

G

L
ILVGEMRDIRET I
ILVGEMRDIRET I
ILVGEMRDIRETI
ILVGEMRDIRETI
ILVGEMRDIRETI
ILVGEMRDIRETI
ILVGEMRDIRET I
ILVGEMRDIRETI
ILVGEMRDI®RETTI

LA TAAETGHLVFGTLHTRISApN
LA TAAETGHLVFGTLHTJYS Ap§K
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK
SAAK

TIDRLDIF et R {A\/i;@tm Rl

g

DVFPEE [{ (¢
T DRI DVFPAMEK MVR
T DRI DVFPAMJEK MVR
TIDRIIDVFP [§ K MVR
TIDRIIDVFP [ K MVR
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAREKIMVR
MLSESLMAVISQWLLK
MLSESL VISQWL K
MLSESL®AVISQWLLK
TIDR IDVFPAEEK MVRAMLSESLWNAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLX

TIDR IDVFPAEEK MVREWMLSESLNAVISQELLK
Hok |k ok ok o ok ok ok K K K Pk |ookkex ||

IDRI

MLSESLIJIAVI QISLLK
MLSESLIIAVI QILLK
MLSESL{AV QELLK
MLSESLMAV QELLK

MUGGGRVAAHEIMI
MIGGGRVAAHEIMI
BAGGGRVAAHEIMI
MNGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

NN N Ny e

MUGGGRVAMHEIM
MUGGGRVA[Y

HEIM

BUYGGRVAAIREIM G
MSGGRVAAREIM C G

BNGGGRVAAHEIMIJ PAIRNLIREWKVAQMYSIIQTG

*k | * ok | ok ok ok ok ok ok ok ok

e 11l

ety
E

PAIRNLIRENKVAQMYSHIQTG
PAIRNLIRENKVAQMYSIIQTG
IIPATRNLIREKVAQMYSHIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSENIQTG

11 *okokkkk ok

*x | %

NI

Sgb

d

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1035609 AB1S55 RS05200 WP 370980730.1

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

1035609 AB1S55 RS05200 WP 370980730.1

1202
1194
1020
1081
1060
1040

consensus

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

T&DQEL&\.MQENH

WEPIAMY QG VD DK EQDiLHS

ISR D VIAREKI\KMPEN|3Y
IS RDSINKEKIYKQPEN|3

A

s8R ENI\REXJNK IPENS
SINLPTIRAVIAKSPES)E
P QT R TAIKQPESIL . . . o ottt e
P QTI R TAIKQPESIL . . . o ottt e e e e e e

IS PQTE R TAMKQPESIIL . . . o e

KX non conserved
B similar
>507% conserved

‘

i?%% EigAéﬁégéigkvimhfezQPn.hbmwaé.vp

ISKHTINHEA
IS KHTI\HEAJNLNKSLIY

368
381
383
418
347
347
345
345
344
344
344
344
344
344
345
345
345

< IET A= aB L EERLSIREFER A
DSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
YEDWLLHIADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
YADMLKHE\DSPNNLRLQIKLSEEANKPLDNRERMSEMER. .. ... .. KMTFDGQRRNLK. . ...

LERJAIDPKEJARLANDASAGL. ...GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
APEVE RRRINANSESMSFE . . . . e
IAPEARNRRRENQNSESMSFE . . . . . e

368
381
383
395
347
347
345
345
344
344
344
344
344
344
345
345
345



