logo

NTDB id 1035540
NTDB id 107 BSU
consensus

logo

NTDB id 1035540
NTDB id 107 BSU
consensus

logo

NTDB id 1035540
NTDB id 107 BSU
consensus

logo

NTDB id 1035540
NTDB id 107 BSU
consensus

logo

NTDB id 1035540
NTDB id 107 BSU
consensus

logo

NTDB id 1035540
NTDB id 107 BSU
consensus

logo

NTDB id 1035540
NTDB id 107 BSU
consensus

AB3239 RS13775 WP
25570 NP 390435.1

AB3239 RS13775 WP
25570 NP 390435.1

AB3239 RS13775 WP
25570 NP 390435.1

AB3239 RS13775 WP
25570 NP 390435.1

AB3239 RS13775 WP
25570 NP 390435.1

AB3239 RS13775 WP
25570 NP 390435.1

AB3239 RS13775 WP
25570 NP 390435.1

128441738.

128441738.

128441738.

128441738.

128441738.

128441738.

128441738.

Mt ST T AL IR FELERTCATTOS R

MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLI LIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF
MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLI LIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF|

TPRR S eI AR Ot T LT AR

KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI
KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI
PELr e e rrrrrrrrrrrrrrrrrrrnd

VT St AL ST AR LV RN AL AL

HWNYSVTSIQONCSEPENFKYKVLSLRKHIISFTNSLLPPDSIGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHY|

HWNYSVTSIQONCSEPENFKYKVLSLRKHIISFTNSLLPPDS@GIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHYV|
DL e e e e rrrrrrrrrrrrrrrrrrnd

AP RSP LA VRL & MLASLIERAA DY VL
GILTAGLFYI IRLGITREKASILLLLFLPLYVNLTGAAPSVLRANLMEGYYLAGSLVKURY SATALCLSY IVLLLFIE

FUFERRHAOSL L FATELALT AL AL LA DL PRTE [

YHLFEAGFQLSFAVSFSLILSSSIFEIQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA
YHLFEAGFQLSFAVSFSLILSSSIF QVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA

URLLLLOFREFS LS IR ARG [T L HERLSL 1

VAGVLLLSLSWUSFGRLFFSWFDLLISWQSNRLITNIADV VFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG

VAGVLLLSLSINSFGRLFFSWFDLLISWMNRLITNIADV VFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG
PLLLE T L bbb b bbbkt bbbt

T FLAIE LSE 0 D105 LT VS R LB H

ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
DL e rrrrrrrrrrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1035540 AB3239 RS13775 WP 128441738.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

logo

NTDB id 1035540 AB3239 RS13775 WP 128441738.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

logo

NTDB id 1035540 AB3239 RS13775 WP 128441738.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

Uil

i N

W/l

b

il

L

IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE|
TKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE|
N

LA

|

e RE Y

L)

I

I

il

APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN

APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN
PELr e e e rrrrrrrrrrrrrrrrrrnd

LR AT T T AT

NRYHHPHQIAVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN
NRYHHPHQWVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN
PP et

X non conserved
B similar
>50% conserved

776
776

640
640

720
720



