
logo MS IVSNATVTKVEEFDFLENDQEVATLTEVLETDASELTLTGSDKEEALKVARTVEVGTAKKSETDEAVKREEAFDEAVSTASKSLDATQLMYLGSE IGFSPLLTAEEEVLYARRAL
NTDB id 1035452 OAM RS13745 WP 010435803.1 MSISNAVTK.EEFDLNQVTTE.....SETLGK..AKRTVTKKTEAKEEAEVTSKSLDATQLYLGEIGFSPLLTAEEEVLYARRAL 77
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLYARRAL 85
consensus !!*!! !!!*!!!! !***** ! ** * *!! * * !!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!

logo RGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALMNQTRTIRLP I
NTDB id 1035452 OAM RS13745 WP 010435803.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 162
NTDB id 1183 GTF74 RS11590 WP 000116737.1 RGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALMNQTRTIRLPI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HVVKELNIYLRTARELSQKRLDHEPTAPEE IALTEKLDKRPVDGDVSTKMLRLNER I
VSSVDTP IGGDGDEKALLDI ILPDI
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NTDB id 1035452 OAM RS13745 WP 010435803.1 HVVKELNIYLRTARELSQKLDHEPTAEEIATKLDKPVGDVSKMLRLNERVSSVDTPIGGDGEKALLDIIPDINNSDPEVSTQDSD 247
NTDB id 1183 GTF74 RS11590 WP 000116737.1 HVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILPDSHNADPEFSTQDDD 255
consensus !!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!! !!*!!!!!!!!*!!!!!!!!!!!*!!!!!!*!! *! !!! !!!! !

logo IKRENSL ILFNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE ICNLTRERVRQIQVEGLRRLRE I L IVKQGLNMEANLFNVENYDN
NTDB id 1035452 OAM RS13745 WP 010435803.1 IKNSLIFWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREICLTRERVRQIQVEGLRRLREILIKQGLNMENLFNVEND. 326
NTDB id 1183 GTF74 RS11590 WP 000116737.1 IRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVKQGLNMEALFNVEYDN 335
consensus !* !!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!! !*
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