logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1166 A1552VC RS00795 WP 000168289.1
1035244 PCA50 RS00980 WP 001215082.1
1390 A4U84 RS00055 WP 021115958.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1166 A1552VC RS00795 WP 000168289.1
1035244 PCA50 RS00980 WP 001215082.1
1390 A4U84 RS00055 WP 021115958.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1103 NMB RS07590 WP 002212976.1

1131 NGFG RS05740 WP 003695064 .1
1166 A1552VC RS00795 WP 000168289.1
1035244 PCA50 RS00980 WP 001215082.1
1390 A4U84 RS00055 WP 021115958.1

consensus

Sl

ik

o ERsT

LAV DRE AL LG

B NKVILIGLGRDPEVRYMPNG AV@NFSVATSETWND NMG R\JE TEWHWIT YRKLAEIAGQYL KGEMVY
BAR'E NKVILIGRLGRDPEVRYMPNG AVENFSVATSETWND NAG RWE TEWHNIT YRKLAEIAGQYL KGE#vY
WNIGVNKVILIGYLGEDPEVRYMPEGEA VEINE ATSETWEDKETGEE E

TEWHR T
BWIGVNKVIL GWLGRDPER WEPNGl W FS ATSEJWEDKNTGER EMTEWHRI
BW\GVNKVI  GINLGEDP RWMPNG AVINEBSVATSE WNDKETGER EpJTEWHRINZ

FELLDLexl Thxl] e YN NN Iy oy N

oI SRRl b {DARA é o

EGENLQTRKWQDQSIGQ RY TE VVQGYNGIMQMLGGRAQ ....... VP A Q Q G, SWGQPQQ
EGELEITREWHDQYGQAERY TEIR I MQOMLP R QGEQ G AGGNDFN AJFQGEGYQNNNQGGGYGQNTG
EG LIMTRKWQDQNGQ RY TEI[N .DVL[{a}UBDSIISSGGD . FGGNQGS.WN APA TNYMMEGYS. .. ...... DN..
Dlskokskok Dokokokokok Dok |okokokok ok ok ok R IE R

rampmlsre g a1

YEKLAE AG YLRKGSHVY
L EIANQ LRKGSQVY
MAE AGQYLRKGSRVY
D Drex Drl e |1

%QEQ ?NéngRé%NNNQ sy(Pae

EE[MY(E QS EA

RIFNMRISRQP . . .. ... .. ..
RIFFNMRSRQP . . ... ... .. ..

DE[E Y[ QS EA

.......... SDAESHPQEMGIVNIREQPVPIVIAREED IR 174
.......... IAPRR AP A AP (NBZAAIP D DDDIPFEERZ
PAKQ........ 177
GYGGQGGFGN GNSPQGGGFAPKAPQQP 193
.YAQNNNFNGE.N.. ... 180

*rkk 1]

X non conserved
B similar
> 50% conserved

139
139
143
152
142



