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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD...... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ....MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTD..... 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT....... 72
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT....... 72
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATT....... 72
NTDB id 103521 QUF19 RS14230 WP 286294725.1 MNNKNRRTNQKGFTLIELMIVVAIIGALSAIAIPAYKDYVAKSEVAAAVATMKALLTPAELTYQEKGKLAANT....... 73
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAA.A....... 71
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ADGAHTKAGIDKVIAPTPALSAGGAGTLDSGNPGDTETLICTKTFYALTMKFGGDGNSAADKNGGPSVASKFNIVAKDSNTGSAGKSTYIKLVI EQTFYLNSATRTASTDTAANDTGAEGLWKSTCLTVASPVSTVDTALQSVGDPTEGTAS IV

NTDB id 1038 H0N27 RS01510 WP 000993725.1 ....VGFTAATSSVCATYSIDAFTETDGAGKI...........TCTLK..GNPKIATKIVELTR.STDGAWTCVSDVPT. 129
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTIA.LKP.DPADGTADI..........TLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDE. 141
NTDB id 1197 PSJM300 03940 AFN76866.1 .EGYIGITDS.TSYCDVD.LD..TAADGHI.............ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLDA. 131
NTDB id 1184 GTF74 RS02335 WP 000649326.1 A....GTAAGFTRLGTVEDMG.....DGKIVIAPTASGALGGTIKYTF.DAGV.VSSSKIQLAR.DANGLWTCSTTVTS. 139
NTDB id 1167 A1552VC RS11065 WP 000649326.1 A....GTAAGFTRLGTVEDMG.....DGKIVIAPTASGALGGTIKYTF.DAGV.VSSSKIQLAR.DANGLWTCSTTVTS. 139
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 A....GTAAGFTRLGTVEDMG.....DGKIVIAPTASGALGGTIKYTF.DAGV.VSSSKIQLAR.DANGLWTCSTTVTS. 139
NTDB id 103521 QUF19 RS14230 WP 286294725.1 DLGDLGISAGSNVLGTISV................P...TDNDIKFLF.GSKSAISNAYITYSR..TDTGWTCAVVSGGV 131
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVDVAANDLGAIDS................ALAGGSPTLTFTF.DADSSIDGGILTFTR.DAATGWSCLPTAPAI 133
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..EFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..QFIPKGCSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ..KYKPGKCS............ 139
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ..EIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ..EIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ..EIAPKGCTAGATIN...... 153
NTDB id 103521 QUF19 RS14230 WP 286294725.1 SSLPTIDSCS............ 141
NTDB id 1292 VP RS12235 WP 005479693.1 ....AVDGCS............ 139
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