logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1035138 AB9K42 RS19795 WP 370906070.1
1307 DR RS10055 WP 010888596.1

RPN R

/KWL P KTP‘SPEMTRET
SKTKEDGDMEA Q)%

.EJAPFSSPN)EVI#

e gl vl D Ressersabolbeye

1086
1116
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1

I4¥ SDLH SAG
I§ SDLH SAG

IBASDLHLSAG

EASDLHLS G

[{ IWASDLHLSAG

EASDLHLSAG

.. [BASDLHLSAG
AMDIWELLAFSVK [MASDLHLSAG

PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

=vli=cl=cli=c == v J=v = li=c - - - =~

G YbAQGFEPISAs

SAE
SAE

IMNDAQRE
IMND Q
IMND
IMND
IMND
IMND
IMND
IMND
IMND

1203 PSJM300 01605 AFN76401.1
1019 ACIAD RS04205 WP 004922051.1
1035138 AB9K42 RS19795 WP 370906070.1

1R ] ST oL el LT ST il
.. R PTFE LISLPI2 |HaQY APNSRGLVLVNUGIATGSGKSTT AAMTGYRNQHITGHI
SKNERFRVSAF ((RDMP{¢]M| TIRAE P| I

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

BCARFRVNAFRIQIAGIAUG VIUIRJRI P

ARFRVNAFNI&RGlY AVFRTIPSHN
ARFRVNAFNJNSRG|Y AVERTIPS|N
RFRVNAFBIQERGSJAVERTIP M
RFRVNAFBIQIRG[SAVFRTIP |
ARFRVNAFNQSJRGA AVFRTIPS|a
ARFRVNAFNQSRGA AVFRTIPS|2
ARFRVNAFNQNRGAGAVEFRTIPS|S
ARFRVNAFNQWRGAGAVERTIPS|S
ARFRVN[FNQRGAGAVFRTIPS
ARFRVNAFNQNRGAGAVERTIPS|S
ARFRVNAFNQWRGAGAVFRTIP S|

ARFRVNAFNQIYRGAGAVEFRTIP S|
* Dk Dxsxsk |

*  EEEE 2 BT

kokokkokkok | okkokk Kok ok

E
E
E
15
1
E
E
E
5
B

* okx kokk  kok

LPEAPIRTIERIST AlNN@® GLVLVTGPTGSGKSTTLAAM
LIEYPIM I ERIMT ANNGY GLVLVTGPTGSGKSTTLAAM

14 AMISIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
I PAMIYRGLVLVTGPTGSGKSTTLAAM
ISTUAIRRGLVLVTGPTGSGKSTTLAAM
DITONEYRGLVLVTGPTGSGKSTTLAAM
DII[OPMGEYRG VLVTGPTGSGKSTTLAAM
DITONEYRG VLVTGPTGSGKSTTLAAM
DII[OM4EYRG VLVTGPTGSGKSTTLAAM
Dotk Do D DD Dok ]

153
155
156
152
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

1035138 AB9K42 RS19795 WP 370906070.

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

1E)

EDPIEFVH|®IK C
EDPIEF H[ABINNC

INQRE V[&RD T
INQRE V[exsD T)y)

EDPIEF H|®¥X¢C TJNQREV[ensD T|y)
EDPIE [JHWSN

CLI QREV[eau:{e33}
EDPIEF H|gyK INQREV[ESIDTIH
EDPIEFVH[NSKKSLINQRE H[epITIH
EDPIEFVHNSKKELINQRE H[ApITIR
EDPIEFVHEIWKCLINQREVH
EDPIEFVHEWNKCLINQREVH
EDPIEFVH[SKKCL NQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHIRSKKCL NQREVH
EDPIEFVHINZKKCLINQREVH
EDPIEFVH[ENSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHRNSKKCLINQREVH

)k DL Pk | skexsk EE I I

IIQR DV Aeke R

s MR ol AR

)it

LW\ LR ALREDPD
INALR ALR MAPD
EMJALRSALREDPD
INYALEJSALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NENALRSALREDPD
RIFALRSALREDPD
RIFALRSALREDPD
IWXALRSALREDPD
IMNALRSALREDPD
IWXALRSALREDPD
IMAALRSALREDPD

D N NN

e I {QA\/l;QIt e MU

DT R b

DHESMA FLNNEIRCL
RERIEN DYNALINJAETGHLVE | TLHEYWYARe
RDFETI LALTAAETGHLV|R TLHTIHEAA[N
RDMETI A TAAETGHLVJIGTLHTRYS AR

LA TAAETGHLVFGTLHTWNSA
LA TAAETGHLVEFGTLHTIIS AN
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
Pl sk | skox

v (Tl 6

/\lLQ

e

REBKVAQI
:

1019 ACIAD RS04205 WP 004922051.1
1035138 AB9K42 RS19795 WP 370906070.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

IDRI DVFPEE [ [
T DRI DVFPAEEK MVR
T DRI DVFPAMEK MVR
TIDRIIDVFP § K MVR
TIDRIIDVFP § K MVR
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR
TIDR DVFPAEEKMMVR

MLSESLESAVISQN
MLSESLINAVISQN
MLSESLIHAVI Q]
MLSESLAVI QI
MLSESLNAV QN
MLSESLNAV QF
MLSESL[N VISQpN
MLSESLNAVISQpN
MLSESLNAVISQEN
TIDR IDVFPAEEK MVREIMLSESLMNAVISQpN
TIDR IDVFPAEEK MVREIMLSESL[NAVISQEN

TIDR IDVFPAEEK MVREIWMLSESL[NAVISQpN
Kook | ok ok ok ok ok K oK K K K K K K Dskokok | skokokok |

IGDIGNGRVA HETIRT
IBIGRNIGRVA HET|RI
.VGGGRVAEHEIM
AUGGGRVAMHEIM

.NKGGRVAAIEIM

BUYGGRVAAIR
MINGGGRVAAHEIMI
MUGGGRVAAHEIMI
BOGGGRVAAHEIMI
MNGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

koK | okokokok | koK ok

WPA RNLIRENK
WPA RNLIRENK
PAIRNLIREWNK
PAIRNLIREMNK

€A TRNLIRERK
EIM [¢

GAIRNLIREPK
PAIRNLIRENK
PAIRNLIRENK
IIPATRNLIRE[@K
IPATRNLIRENK
IPAIRNLIRENK
IPATIRNLIRENK

*okok ok kkkk ||

AQMYSEIQTG
AQMYSHIQTG
AQMYSHIQTG
AQMYSEIQTG
AQMYSHEIQTG
AQMYSEAIQTG

kokokkokk Xk

233
235
236
232
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

1035138 AB9K42 RS19795 WP 370906070.

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

1035138 AB9K42 RS19795 WP 370906070.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

10l

v S ELE
lr\|/§\)§%;?) EE—QA%!(S?;}E%}:\VLJaHKk»\ﬁ.E,ﬁF).'i. LoSRERVRESHET v avris ARl R DG s G REF R A
VDDKISSEQDINLHSIADSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
YVQEEEYEDILLHADSSNDLRLMIKLGSETDGEHLTSVS . QGLTL. . ... ... EMSDDDPGRSFR. .. ..
UWEFDIRAIRFDIRYDHQHPSS Y ADIALKHIADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . . .. KMTFDGQRRNLK. .. ..

IEARSIHQQRQAQ[ER

IRE Y DK@ L ERJA
INAPEVIARRRYA
INAPEAPARRREN

[P
* [pN2 2R N2 E2] = = [oNe!

K non conserved
B similar
>507% conserved

NLPTIRAVIKS .
mr QTNRTANKG .
8P QTIRTANKQ .
e QTR TANKG .

368
381
383
326
418
347
347
345
345
344
344
344
344
344
345
345
345

ID.PKE[JARLA. .NDASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
QNSESMSF
QNSESMSF

IS KHTE\HEAJLN .
ISKHTE\HEAPLN .
ISRENIREKENKT .
IS RDSE\KEKENKQ .

368
381
383
326
395
347
347
345
345
344
344
344
344
344
345
345
345



