
logo MKPQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELAQQEVEQAMLDTDENPFLLELRESNPEEWALDPRTESADRFIGALDSGQSDVANAPALQASDSDSYGAEAQATAP

NTDB id 1035062 ACA027 RS21735 WP 370680263.1 MKPGLSLRVSQHLALTPQLQQSIRLLQLSTLELAQEVEQMLDDNPFLELSPEEAPRE.DFGLSQSDAPAQADDYGAEQAA 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSS....ATP 76
consensus !!* ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!! ! *!! !! *! * * ! ! * ! **** *

logo LPSGTASDEASGPAPEPASAENGAPDNHNADESTAEAASDYEFDNAGPSDFWDGDGGHSDLYGQPTDEDRSDEWGSGLDADFPARGKAPLQKSDEGEDEDGI
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NTDB id 1035062 ACA027 RS21735 WP 370680263.1 LSGASDAGAESAEGPNNAESA..ADFDAPDWDGDGGHDLQPDDSEWGGDAPARGALKDGEEGISALDLARAHESLTDHLL 157
NTDB id 1425 RS RS02020 WP 011000369.1 LPT..ESPPPAANGADHADTAEASYENGSDFD....SDYGTERSDWSLDDFARKPQSDE.DDRAPMQLREAEPTQREFLM 149
consensus !* *** *** ! !* *!**!** **!*!*****! ** !*! ! *!! * ! ** ** ! !*** **!*
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R
F
YL I ENSLDNDDEGYLETDGSTLDQES ILALAEDGLAGCEDPAEERLEEVELLVDHERFLQTAVALRLMLHQSFLDEPAVGI

VGARDSALAGECL
NTDB id 1035062 ACA027 RS21735 WP 370680263.1 RQALSLHLSELDGHVLRYLIENLNDDGYLEDTLQSLAEGLAGCEDPERLEELVHRFTVALRLLHSLEPVGVGARDLGECL 237
NTDB id 1425 RS RS02020 WP 011000369.1 EQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADL.....PAELEVELDELQAALRMLQSFDPAGIGARSAAECL 224
consensus ! *!*!!* ! *** *!!! ! !*!!! *! * !*****! !! ** !!!*!*! *! !*!!! *!!!

logo

Q
TLQLQHRLDQQSPRAREADPAVKLEPLTALATICVANQHPLDELLAARRDVYRTRLKLKQALLTGSHVDHDEEGERLVKRAAHMAEL IARRSLAEPFRPGHRARFAGDRAVEARDHFIVVPD

NTDB id 1035062 ACA027 RS21735 WP 370680263.1 QLQLQHLQQRREADPAVLETALAICAQPLDLLARRDVRRLLQLTGHHEERVRAAMALIARLEPRPGRRFADVERHIVVPD 317
NTDB id 1425 RS RS02020 WP 011000369.1 TLQLQRLDSPA......KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPD 298
consensus !!!!*! * ****** * !! !* ! !*!!! !! !! *** **!!* !! ! ! !!* !* ! * !!!!
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MYAGQAI LRGSHSKRGESESGAHAGNLQQKRLQEARWFL IKNI
VQQRFDTI LRVSQRAIV

NTDB id 1035062 ACA027 RS21735 WP 370680263.1 VIVTRSSRRASEGTPQFNVQLNADVMPRLRVHDIYAGALRGHKGSEGHAGLQQRLQEARWFIKNVQQRFDTILRVSRAIV 397
NTDB id 1425 RS RS02020 WP 011000369.1 VVVRKTA.......AGWMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIV 371
consensus !*! ** ******** * !!!*!!!!!!!**!*!! !! **! !*! !!!*!!!!!! !!!*!!!!!!!!!!! !!!

logo ERQKNSFFTVHGDE I
LAMRPLVLRDE IADETLGLHESTI SRVTTANKYMATPHMGTFYELKYFFGSGHLVGSTETGGANASSTAI

VRAL IKQFLV
NTDB id 1035062 ACA027 RS21735 WP 370680263.1 ERQKNFFVHGDLAMRPLVLRDIADELGLHESTISRVTTAKYMATPHGTYELKYFFGSGLGTETGGNASSTAVRALIKQFV 477
NTDB id 1425 RS RS02020 WP 011000369.1 ERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLV 451
consensus !!!! !! !!**!!!!!!!!*!!! !!!!!!!!!!!!! !!!!!!*!!*!!!!!!!!** !!!!! !!!!!*!!!!!! !

logo

G
SAEDSPVKKNPLSDSQR IADELMLGKEQGFIDVCVARRTVAKYRDEALKIAPAPAVNLRKKSL

NTDB id 1035062 ACA027 RS21735 WP 370680263.1 SAESVKKPLSDSQIADMLKEQGIDCARRTVAKYRDALKIAPANLRKKL 525
NTDB id 1425 RS RS02020 WP 011000369.1 GAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !! *! !!!!! !!**! !!! *!!!!!!!!!*!!!!** !!!! !
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