logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

sxLx | CDEBRLCAALLD=GY LeDesLQRALERHEREVGCRLABVLYD=GCiv=sEBRIABX | EBEREC | PLVRELLRVE Y BPEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerBREXARNLRALPFALBEexsYRVARYRP LSS ESYELYEDS s CEMYEPYQAERBERY WAYAKHYPELGLEY Y P s X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLYySRGK | TBRRLe¥ALSRQeRTCBALCRTLYsBRAY "EBRLYBXLAEQeCr eFLerreGaMPoeEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

~
[eNeoRoNeoNoNeoNoNe o]

158

[eloNoNoNoloNoNe)

237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

DL B R Lo LYLATaQ Disehebespfale  LeVECEelcoblon.

L LRRDALRY EAVPYSESR=eVEaVY E SDPRERBERYRRL v MRPXBEY L ARPERWVEEL t BERRYPQRMRLCEXLVQEGLLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

ExRREALOYRALE %NLVE LVEEKLgSFEQSEEgg ge%éiKQ VEXLV‘%;E#S EELAE”HZAEE,EQYLD £

=i R D3N ER2K; g/ﬁ/\ TEEX Eevss

EALKEALEVQKGLP AKP EAMQKQERBEGR) QE® EANMIANATQLEYEYEPEE
DQLREALQVQAREGEVKP EM®IRSHAAQLEYEF®NPIQ
.............. T VSASET ELSIFHAQEMTEQNS HIEZEMEE TAS R
.............. FS EES E v AS[HT SEHEFFESSENNIHES SIS QP@isq
.............. FS IAER] E v AS[ET SeFFQSHEMTRHES SIS C TSN
...... MALATEEYRLQ KNK IIEAE QWAL T A AQ N MM C
.............. LPMLFSEEV KSINNALHARMES Y S TIBNIRH
.MAAPSPASSAARASA ASS KT FAAEINEA

CMSAL..... F DAA R KQDTVAYL EEVH

.MSAF..... FIRRIAMEEY NAQ.M EKA KFKQD.VPYL DNFS

* kxk  kokx * % % * ok ok kx kk ok kkx Kk ok * ok kokkokx X

ISONE=hR = PSS

DPPDPGAPL
NPPDPKVAL

kk ok ok ** * ok | * * Voskoskok ok ok ok ok ok ok ok ok ok ok * %k ok % * 5k % k kK K Xk

317
317

[eNeoRoNoNoNoNoNel

477
472
141
141
141
149
140
154
149
149



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

S0l AU IR

geanRedELst) NQEE xR ApRE.os oL

=0 l

AELSE AK.......J®F..... AKKQAEEEV .
KGFEK NK.......[%8..... A RNKTQQSQEA

IQGAANQGKEISQ A NL KVSD.BELQSI

LSHEKSGLKEINQ VGA . B IDNIEDLSQIASIAUS

LGQEKSGLKJAINQ A GL IGE.BEIENIEDLSQINIAUS

KESQG SEYV]ADSG LEGLE RN - (NIDRRONWNNSA'MND - P I VKF 'NK 'LLDA 'RNNGASDIHFEPYERSIYR 'R
TS L QELGEGQE ........... SHTLYIPNEEAESGIZYPRENHY TIAS YIS (Y SIRRzioF 4 H N Ajl:
AN ABDR. HTGMP FVFENI MPAE.ANNSSLRHEV PVVKF j3iK LLDA RIUWFASD HFEPYERLBIYRVR

.SFDF. IS IROAAN| - DieyzyARo)D - ENNEDE P (VK 'INK 'L ‘DA 'RWIGASD ' HFEPYEI®IYRVR

ET..HFNF....DT DLDVE IASUY DI DJSRWDE P VK INK L DA RUEASD HFEPYEEEIYRVR

* * * * *k * %k * * * * | % [

oo S R D oo sl PRI T A s )

AMEPYSTLEKGALN AT S VEEERYC CANTNG
I\LREMISIIPICIVN] (IR K MEEILDIAE
S LDIAE

#S LDIAE

i8S LDIAE

MSLDI E

MS LDI E

LDIAE

PQDGE3K K BKEIJAIDFRVSTEPTEJAGEK V R
PQDGR [LpgNK{e)93 DFRVSTLPTLFGEK V R
PQDGR KLK LYNBRYIDEFRVSTLPTLFGEKIV R
PQDGRIKLK BKESISAIDFRV) LPTLFGEK VLR
PQDGRIKLK BKESIQNIDERV) LPTLFGEKIVLR
P Dokokokokok LE RN Pl D1 Dok Dok Dok Dokokokokok skokokok

ot Semrtet B 90T T SATISIT ot e s TAEDPVE o N 4 HAe

TGPTGSGK |3 &N VNPRENGLTE AJ#
TGPTGSGK 1§ [¢ V] VNREG  TFA)S
TGPTGSGKTVSLYTGL|JILNTE]Y NISTAEDPVEINLEGINQV V PK GIJ4FAIS
TGPTGSGKTVSLYTGLNILNI NISTAEDPVEINLBGINQV V PK GjaEEFAlD
TGPTGSGKTVSLYTGLEJILNI®P NISTAEDPVEIFLPGINQV V PK Gl¥eF A
TGPTGSGKTV LYT LNILNTM NISTAEDPVEIJY PGINQV NPK GLTF (¢
TGPTGSGKTVSLYT®MLNILNT|®S NI TAEDPREINLPGINQV V QeamnyyA
TGPTGSGKTVSLYT{LN LNNP[§ NI TAEDPFEINLPG NQV V WGLTEFA[

'—ZU:UEU:U?U:UEU:U:UEU

TGPTGSGKTVSLYTGLNILNTIMSSNISTAEDPVEINLIXGINQV VNPK GLTF AJN
TGPTGSGKTVSLYTGLNILNT|H:WANISTAEDPVEINLJAG NQV VNPK GLTFAJN
N kok ok O O N N N N N N N e s | skok ok okokok ko |tk Dok |1 Lok Dokokokok | ok | okookor ok ok ok ok | skok |

543
540
218
218
218
227
208
232
222
222

621
618
297
297
297
306
288
311
301
301

701
698
377
377
377
386
368
391
381
381



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1035052 ACA027 RS04195 WP 370681150.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

ARHADUL

ik

AL SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VESTLHTNN
ALRSFLRQDPDIIMVGEIRDLETA IAIKAAQTGHLVLSTLHTND

T FLE?EEWEE%(%AD of ko Y R VPV e et 5@4\.

=R

EH[@QYVE KPDPEI. .GA ER GGTGYKGRY ANHIN L VMDBISSR H A
N MR IGCIBUCIEIeMIG YKGR | GIIE - M\Y /o) FJLIH:HY
T . GRS [CEAUCARAANIAF NTIHRAE A
T . H{e3YS(G3T
T . HEMS[ENT[CanaAiIK FDESIRSE A|

.LYEAN A

.IFRANPD

.IFQANPD
.NL

$kok kD k| NI

aF Eﬁ“L él(Kk%Q T E R!IQE

ISTLRIIG MKENRQOGIT LEEVLARTI. 889

AL{NCENERRIAULAMIAS 887
562
561
561
574
WQGITSLEEV| 558
I GMTSLEEV, TNS 579
WIQG TSL EV RVTH 570

WIQG TSL E RVTH 570
ok Dk Dk ok Dok Pokokok Dokokokokk ok

X non conserved
B similar
>507% conserved

AT STl s LR

11 skosk sk sk k ok ok ok

781
778
457
457
457
466
448
471
461
461

858
855
531
530
530
543
527
548
539
539



