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NTDB id 1034930 AB9075 RS16260 WP 009893082.1 MFSFFKRFKKAPDAAPAEPQQAPDAPQDAAGESAAPEAASKAARVDAPAAPVSRGEYSEAPATERPRSDAPAPVRATPPV 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAK.VESEVAQI.VGNIKEDVESLAESV.KGRAESAV...ETVSGAVEQVKETV.. 72
consensus !!!!!*! !! * *!* !*! * !* * ! ! ** * !* *! *!**! !**** * ! !* *!* !***
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NTDB id 1034930 AB9075 RS16260 WP 009893082.1 SPAAATPESPAGQPSAAEAARAPSVVMTVTPAANGRNGVVETVEIVPPPAPEPAAKKSWIARLKSGLAKTSS....SITN 156
NTDB id 1118 NGFG RS11455 WP 003696286.1 ....AEMPSEAGEA..AE..RVESAKEAVAETVGEAVG.....QVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAG 139
consensus ****! **!*!! ***!!**! *! ! * !***** * ***!* * *! ! !!!! !!!!* ****!*

logo VFGVGNGTKQIDGDEADLYEELETAVL ILMTGSDAMGMVDEATEHYLLMGKADLVREGKRVRSLTGKGRLKTDGPNQEQLVKRDGALKREGALLVYDEL ILKTPLEKQPSLVLGPERTAKEQPFLV
NTDB id 1034930 AB9075 RS16260 WP 009893082.1 VFVNTKIDDALYEELETALLMSDAGVDATEHLLGALREKVRTGRLTDPQQVKDALRGLLVELLTPLEQSLVLGR.AQPLV 235
NTDB id 1118 NGFG RS11455 WP 003696286.1 VFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFV 219
consensus !! ! * !!!!!!! !* ! !**!!!*!* *! *! ! !** ** !!* ! *!* !!! *!!!* * ! !
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NTDB id 1034930 AB9075 RS16260 WP 009893082.1 MMIAGVNGAGKTTSIGKLAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARNI 315
NTDB id 1118 NGFG RS11455 WP 003696286.1 IMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGI 299
consensus *!*!!*!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!! !!*!! !
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NTDB id 1034930 AB9075 RS16260 WP 009893082.1 DVMMADTAGRLPTQLHLMEELRKVKRVIGKAHDGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGI 395
NTDB id 1118 NGFG RS11455 WP 003696286.1 DIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGI 379
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NTDB id 1034930 AB9075 RS16260 WP 009893082.1 LAAIARQRPIPVYFIGVGEKVEDLQPFSAEEFADALLG 433
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!*! !!*!! *!!!!! **!! !! ! ! !!!!
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