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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 1034867 AB6N07 RS20395 WP 370674886.1 .MAGSVNKVILIGNLGRDPEVRRMGSGDAVVNLRIATSENWRDRQSGERKERTEWHSVVIFNENLAKVAEQYLKKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP..........YEEGYGQSQEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP..........YDEGYGQSQEAYQRPAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSD.NYAQNNNFNG. 151
NTDB id 1034867 AB6N07 RS20395 WP 370674886.1 IEGQLQTRKWTDQSGQERYSTEVVLQRFRGELTILDSRGGEGGGRGEGD..FG.DAGS.DYGSSGPMERAPAKSS..... 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG..MN.VPAQ.Q.GSWGQP.QQPAKQHQ.... 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1034867 AB6N07 RS20395 WP 370674886.1 .......GGGRPQGGGA.PASNFSSDLDDDIPF 175
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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