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NTDB id 1169 A1552VC RS11075 WP 000648511.1 . .......... MKATQTLPEKNMRMK NSNI KS

NTDB id 1402 DSB67 RS12670 WP 010643257.1 ............ MKTIMPQEKNMRMKEMN S S{¢ Q KG

NTDB id 1112 NGFG RS09215 WP 003689811.1 MAK...... NGGFSLFINKKEKRIFTEHERHS ASDJSLMN[EMSINFMEEEINIKKIRAIMRENIRPLQETRY . . . . . Q

NTDB id 1113 AAA85695.1 219..1451( ) MAK...... NGGFSLFINKKEKRIFTENERHS ASDJSLMN[EMSINFEEEINIKKIRAIMRESIRPLQETRYV . . . . . Q

NTDB id 1034594 ABK105 RS16115 WP 088430641.1 MSVSGSAIKKEPVARSTAEBQPIV TDER{E VIS . P

NTDB id 1252 GC0O85 RS07730 WP 011213805.1 ............ MDKNI LTIgH NEACGQIN. Q

NTDB id 1198 PSJM300 03950 AFN76868.1  ............ MAQKIAIKNSVIT DRQ[EA)S. P

NTDB id 1016 ACIAD RS01680 WP 004920476.1 ........... MAAKKTQVMPVi3A DRK[E TN . P

NTDB id 1059 ABD1 RS01610 WP 000279215.1 ........... MAVKKQM PTIgA D KV. T
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IATROQLATM A

NTDB id 1402 DSB67 RS12670 WP 010643257.1 I\ADIT FTRQ ATM

NTDB id 1112 NGFG RS09215 WP 003689811.1 IAIDIT FTRQL TM

NTDB id 1113 AAA85695.1 219..1451( ) IADIT FTRQL TM [AG PL QAFEIVARIGHENPEM

NTDB id 1034594 ABK105 RS16115 WP 088430641.1 DIF RQ ATM K GVP VAEI NG HIAN PlIM

NTDB id 1252 GC085 RS07730 WP 011213805.1 I\DIT F RQLATM l

NTDB id 1198 PSJM300 03950 AFN76868.1 WIDIEY FTRQ ATM

NTDB id 1016 ACIAD RS01680 WP 004920476.1 IID T\ FTRQLATM KAGVPLVQAFEIVA GIR3NPEM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 IIDIT FTRQLATM KAGVPLVQ FEIVA GWXNPEM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK I\ ISK KWALWYPERIV

NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK IGK KpJALgRY PRSIV

NTDB id 1034594 ABK105 RS16115 WP 088430641.1 LDVATYKE ERLKEKTI KA J3YPLWIV

NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALBNYPIRAV

NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK ERLKIWKIKKA NYPeAV

NTDB id 1016 ACIAD RS01680 WP 004920476.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK EIRLK[NKIKKA |qYPLW§V
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 INKABJTA FSRTLAT FAAG P

NTDB id 1402 DSB67 RS12670 WP 010643257.1 RJKATAT A FSRTLAT F AG P

NTDB id 1112 NGFG RS09215 WP 003689811.1 A IRK LIEARSI T T QRREDA R|S IAR FAAGVPLVDLSTAGAGN

NTDB id 1113 AAA85695.1 219..1451( ) AL EF KLEARSI TSI QRREIA RJS IAR FAAGVPLVD A

NTDB id 1034594 ABK105 RS16115 WP 088430641.1 I F ATYKRIESIPNLQHSEAR HN IARFSRT

NTDB id 1252 GC085 RS07730 WP 011213805.1 l FYA.N SILEIQA Q Tt INK AN ARF RTL TFAAG PLV ALJSSWMMAGATGN

NTDB id 1198 PSJM300 03950 AFN76868.1 Al IDKQAHTRBIE MK B ARF RTL TTFAAGVPLVDALMSWYAGATGN

NTDB id 1016 ACIAD RS01680 WP 004920476.1 A

NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 QMBBSJIGEESG LD MLWNKEAJX

NTDB id 1113 AAA85695.1 219..1451( ) QMBBIIGEESG LD MLWNKEYAJX

NTDB id 1034594 ABK105 RS16115 WP 088430641.1 QMY IGEE GALDEWMLIKVAIX YE@MEV NAVD LSH

NTDB id 1252 GC085 RS07730 WP 011213805.1 QMV IGEESGAL |y YEIMEV NAVD LSH

NTDB id 1198 PSJM300 03950 AFN76868.1 QM IGEESGALD MLEJKVAM YEWEVDNEVD L [

NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMV IGEESGALD MLNKVAN YEEVDAVD L B

NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMV IGEESGALDSMLIKVAj YENEVDNAVD L H
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF LEISV . 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVAMYLPIF LISV . 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYLP F LGVV . 410
NTDB id 1113 AAA85695.1 219..1451( ) T AMYLP F LGNVV 410
NTDB id 1034594 ABK105 RS16115 WP 088430641.1 MYLPIF)SL SVV B 419
NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFLGSV 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF .. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF .. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF .. 408
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