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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........
NTDB id 1038 HON27 RS01510 WP 000993725.1 ........
NTDB id 1034593 ABK105 RS16110 WP 099527265.1 ........
NTDB id 1197 PSJM300 03940 AFN76866.1 ......

NTDB id 1204 PSJM300 03935 AFN76865.1 BRSNS GF LIELMIVVAIIGILAATA PREYQN
NTDB id 1365 NTHI RS01955 WP 011271973.1 RO AMSRUKGFTLIELMIV AIT ILARIAIPEYQW

NTDB id 1109 OK783 RS10670 WP 157147416.1 .......
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......

NTDB id 1424 RS RS02795 WP 011000517.1 IS IRNOAYOKGETLIELMIVVAT GILAATAIPRYQW

NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........
NTDB id 1274 LPP RS09530 WP 011214168.1 .........
NTDB id 1258 GC085 RS09745 WP 014844212.1 .........
consensus sk b ! Pl sl 1
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 RNV OKGFTLIELMIVVA IG LAATAIPNYQMN
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AR NN OKGFTLIELMIVVA IG LAATAIPNYQN
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AR VOOV OKGFTLIELMIVVA IG LAATAIPNYQN

YWATEGSFJJATTAGT
YWATEGSFJJATTAGT
YWATEGSFJ§ATTAGTH.
VARISEGASEIBASVNPL SRG.WSVKSGTGTED
TARSQENS[EFSEISSI NEG.AVTKLSD. ..
VABSQATAMBAEITPG NEG.KDYA....D.
VIHSNAAABBAEITPG NEG.KT|gSLTSTD. .
VISTAASESAEITPA SEG.HTJ§SLVSSL. .
KBAAMSELIMQASAPY ...NCTI.

AIMAQ KDNTSA
AIAQMSEBSELLAEGQ ENNTSA

VIHARMTE@BSLAAQASALMSENAANAQSDLSV. . . ...
VIHARMSESETAASSM NELNAGALVAGTPSTH.
TIMARMTEGSTLADSA TAITNNALJJATQAAT
TIHARMTE[ETLADSA TAITNNALJJATQAAT
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 . .AGFTRBGT....VEDMGDGKIV APTAS ALG[ETERKYJNFDA . . GVVSSSK LAR ............ D.
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ....AGFTRBGT....VEDMGDGKIVEMAPTASEALG[ETRINKYINFDA . . GVVSSSKIQLAR ............ D.
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 . AGFTRBGT. ... VEDMGDGKIVEAPTASEALG[ETINKYENFDA . .GVVSSSKMQI®AR . . ... ....... D.
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLG AA....DANKLG.TIABK.PDP@DGT@MD LTFTMGGAGPKNKGKIITLTR ............ TABDGLY
NTDB id 1038 HON27 RS01510 WP 000993725.1 ....V@FTAAT...... SSVCA.TYSEDAFTETDGA[GKENMYCEN. LKGN . .PKIATKIMEI®TR. . . ... ... ... S . TDGAY]
NTDB id 1034593 ABK105 RS16110 WP 099527265.1 ....ABSIGETA....TTERCG.@A..GKGVSTTGI@NMECH.LKGN. .SKVATKKMTI®ER . . ... ....... D.
NTDB id 1197 PSJM300 03940 AFN76866.1 ....E@YIGETD....STSYCD.JUD..... LDTAAD[¢HRECHN. AKGGNAGKFDGKTITLNR ............ T.
NTDB id 1204 PSJM300 03935 AFN76865.1 ....PEBFIGEGA. .. .STNYCT.MWT..... LI.TATGS Cly . TQNGMPDRFNGKTIT ............ T.TDGLYY
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..... KNGWAA.. . DITTAKGYJUKSM. . . .. TTSN[GAMRKVKGD . . . ....... ANMEY .ILQATGNAATGVTY
NTDB id 1109 0K783 RS10670 WP 157147416.1 ... .. VASA....... STIKGKYWIQKM. . . .. EVAK[eV AQMASTGVNKEIQDKK .......... WAKRQD
NTDB id 1119 NGFG RS11465 WP 017147169.1 ... .. VASPP...... TDIKGKY\UKEM. . . .. EVKN[EVNMENAINMLSSGVNNEIKGKKESI®. . . . ... ... WGRREN
NTDB id 1424 RS RS02795 WP 011000517.1  .......... GSSVF...TPTKNWANBTIAGTET VPEQINNVIRYT . T . .AAGGGT, ALVPTAAGTALPVSSAPS
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..... lSSClGVQEISASNATTNVATA .TCGEAISSAEQMIVMDTT . .KAKGANMTI®TPT.......... YAS
NTDB id 1274 LPP RS09530 WP 011214168.1 .....YV......... SPAATPNVAS CATGHE . . NEVIRRTUNY . TA . .AAGGGTMVMTPTL. .. ...... QAN
NTDB id 1258 GC0O85 RS09745 WP 014844212.1 ..... YV ......... SPAATPNVQS .AIG . NEVERNTIENY . TA. AAGGGTII TPTL ......... QAN

consensus * * * * *

131
131
131
133
121
118
123
125
127
125
126
136
130
118
118



logo

NTDB id 1184

NTDB id 1167 A1552VC RS11065 WP 000649326.1
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