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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 103458 QUE75 RS03720 WP 061333574.1 .MARGINKVILIGNLGQDPDTRYTPNGNAVVNLNLATDESYKDRQTGQMVPRTEWHRVVLFGKVAEVAGQYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ.............EAYQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ.............EAYQRPAQQSRQP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNG.. 151
NTDB id 103458 QUE75 RS03720 WP 061333574.1 EGRLQTRKWQNKEGQDVYTTEIVV.DINGQMQMLDSRGGEGG.MNQGAPQGRPQQQPQSQYNA.........PPQQQG.. 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQG..SWGQ.........PQQ.P... 144
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NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAP.RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAP.RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..GNATRPQPA.....QKPAAQAEPPMDNFDDDIPF 180
NTDB id 103458 QUE75 RS03720 WP 061333574.1 ..GQAQQPSGGYNPQGQQQAGGMPEPIDDFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..AKQHQPMQQSAPQ.QYSQPQYNEPPMDFDDDIPF 177
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