logo

NTDB id 1424 RS RS02795 WP 011000517.1

NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1184 GTF74 RS02335 WP 000649326.1
NTDB id 1167 A1552VC RS11065 WP 000649326.1
NTDB id 1160 ABDM36 RS02330 WP 000649326.1
NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 1034557 ABK042 RS20990 WP 024956772.1
NTDB id 1197 PSJM300 03940 AFN76866.1

NTDB id 1204 PSJM300 03935 AFN76865.1
consensus

logo

NTDB id 1424 RS RS02795 WP 011000517.1

NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1184 GTF74 RS02335 WP 000649326.1
NTDB id 1167 A1552VC RS11065 WP 000649326.1
NTDB id 1160 ABDM36 RS02330 WP 000649326.1
NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 1034557 ABK042 RS20990 WP 024956772.1
NTDB id 1197 PSJM300 03940 AFN76866.1

NTDB id 1204 PSJM300 03935 AFN76865.1
consensus

logo

NTDB id 1424 RS RS02795 WP 011000517.1

NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1184 GTF74 RS02335 WP 000649326.1
NTDB id 1167 A1552VC RS11065 WP 000649326.1
NTDB id 1160 ABDM36 RS02330 WP 000649326.1
NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 1034557 ABK042 RS20990 WP 024956772.1
NTDB id 1197 PSJM300 03940 AFN76866.1

NTDB id 1204 PSJM300 03935 AFN76865.1
consensus

i

WA

éY.tﬁthQK m

MKSMRHLNKRVQKGFTLIELMIVVAI GILAATATIPAYQ YW R R TEGL LAAQAJSAL

X Vé\E/E. AX EB\/ ? P\/V'TAITAi ALA (j
. .GSSVE{. .

......... PN e . ANV

SSCVGVQEISASNA TNMGAT . ... .. SSAGQ

...... AGITRI&ETVED DGK V AP SGALGGT
...... AQITRIET VEDMED GKEVIBA PINAS[GAL G T
...... AGITREET VEDMED GK V APIUAS[EALGET
....... (€)3T . ABTESVCETYSEDAFTETD(

G

.LKGN

LA sl vl Bemtemictame .

NAAN QSDLSV ......
TAITNNALFATQAARGY
NELNEGALVAGTPSHAG
YIATEGSFiATTAGTA

YWATEGSFIJATTAGHA .

YWATEGSF|JATTAGHA
GYJINANINER . AV§TKLSDV
TREARSRE . WSVKSGTGEED

ILMNEN.RPASLIT. ...
TESLTSTD. .

RN GEF LIELMIVVAIIGILAATIA PAYQNYT I TABSEWAEIRIPAJMAAF QAISEI.HT SLVSSL..

* *

we K@QR ”

ST R

TALI\S 'YA%AR

G[EG LVPTAAGTALPVSSA

GGTII TPT......... LQANGEV T|¥N®
K[GANMTI®TP . . . ... .... TYA
..GVVSSSKIQLA .............
. .GVVSSSKMQBARL. . . ..........
. .GUVVSSSKHQIBAJY. . .. .........

.PKIATKIMEI®TJ. . ... ........

AT. KKEVPLG ADANKLGTIALKPDP DG.. TMGGAGPKNKEKIMTI®TI. . ... .......
...... IG QNAHCSNVEAE e .LKGH. .SALDEKDEII®R). . . ..........
...... IG TD TS. YCD DTA DG.... .AKGGNAGKFDGKTITLNR.............
...... A TN YCT .TQNGMPDRFNGKTIT e e e e
* *k ok (3 * *k ok kkk |k |
YAQNKAQAASSVAPSGTM AA APAE R............ 168
GG........... ... MRIJASORP . . ......... 136
T MVIZSE®RG. . . ........ 147
................ TSEIAPK AGATIN...... 153
................ TSETIAJZK AGATIN...... 153
................ TSETAJFK AGATIN...... 153
VB. . ... ... ... .. LIZK AGTPTEGAITSL 149
........................... 150
DGS............... . AFEARNRIEHTIY. ... ......... 135
AB............... . BEDARNKIZGKE®S . ........... 139
............................ 141
* % * % * | I %

K non conserved
B similar
i >50% conserved

138
120
132
133
133
133
123
135
121
125
127



