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NTDB id 1033656 AB8599 RS18155 WP 407334305.1 MENQSIIKKKLPSFVEARLNSFLRDMTEPYENRRPLPVSRRPGEGAVIMQSNDYLSLSLDKNIQKAHLDAIAASNENVVM 80
NTDB id 1155 A1552VC RS17030 WP 001039912.1 .....MNKPQLPDFIQNKIDHYIENYFDINKNGKHLVLGKQASPDDIILQSNDYLALANHPLIKARLAKSLLEEQQSLFM 75
consensus ****** !* !! !* ** *** ** ! * !** * * * *!*!!!!!! ! ** ! * * * * !
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NTDB id 1033656 AB8599 RS18155 WP 407334305.1 SAVFLQDADHKPDFENRLATFMGMDGCVLSQSGWAANIGLLQTICEPNTRVYIDFFAHMSLWEGARIAGAQIIPFIHNSV 160
NTDB id 1155 A1552VC RS17030 WP 001039912.1 SASFLQNDYDKPMIEKRLAKFTGFDECLLSQSGWNANVGLLQTICQPNTNVYIDFFAHMSLWEGARYANAQAHPFMHNNC 155
consensus !! !!! *!! ! !!! ! ! ! !*!!!!!! !!*!!!!!!! !!! !!!!!!!!!!!!!!!! ! !! *!!*!! *
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NTDB id 1033656 AB8599 RS18155 WP 407334305.1 SNLKRQIKKHGPGIILVDSVYSTIGTVAPLRAIYEVAQAFDCALVVDESHSLGTHGPDGSGLINEMEVRDQVDFVTTSLA 240
NTDB id 1155 A1552VC RS17030 WP 001039912.1 DHLRMLIQRHGPGIIVVDSIYSTLGTIAPLAELVNISKEFGCALLVDESHSLGTHGPNGAGLLAELGLTREVHFMTASLA 235
consensus *!* ! *!!!!!!*!!!*!!!*!!*!!! * * ! !!!*!!!!!!!!!!!! ! !!* !* * !*!*! !!!
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NTDB id 1033656 AB8599 RS18155 WP 407334305.1 KAFAYRAGAVLGPKSLITALPFVSFPAIFSSTILPQEVARLDATLDVIRTGDAKRRRLFEISDVLRTGLQEIGFTIRSES 320
NTDB id 1155 A1552VC RS17030 WP 001039912.1 KTFAYRAGAIWCNNEVNRCVPFISYPAIFSSTLLPYEAAGLETTLEIIESADNRRQHLDRMARKLRIGLSQLGLTIRSES 315
consensus ! !!!!!!!* ** * **!!*!*!!!!!!!*!! ! ! !* !!**! **! *! *! * !! !! *! !!!!!!
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NTDB id 1033656 AB8599 RS18155 WP 407334305.1 QIISLECGDEQNTEHVRDFLESNGVFGAVFCAPATAKNKAIIRFSLSAEMTSREVDHVLAVCQAAYENPSLSFY 394
NTDB id 1155 A1552VC RS17030 WP 001039912.1 QIIGLETGDERNTEKVRDYLESNGVFGSVFCRPATSKNKNIIRLSLNSDVNDEQIAKIIEVCSDAVNYGDFYFR 389
consensus !!! !!*!!! !!!*!!!*!!!!!!!! !!! !!! !!! !!! !! ** * *** !! ! * !
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