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NTDB id 1175 A1552VC RS12105 WP 000788426.1 TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVD 533
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVD 542
NTDB id 1193 PAKAF RS26665 WP 003161249.1 STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNML..NGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVE 669
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQ..NGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVT 665
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAP..NGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQT 677
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAP..NGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQT 677
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