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NTDB id 1203 PSJM300 01605 AFN76401.1 ........ 72
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NTDB id 1176 A1552VC RS01160 WP 000350195.1  ........ PPM R DG IMNDIAQRE] 72
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 ........ PPMIRVDG Y IMND 72
NTDB id 1040 HON27 RS13360 WP 000355489.1  ........ PPMIRVDG Y IMND 72
consensus kol kokokok k11 ok ok ok ok ok %k ok %k ok ok kok Dokokokokkkkk kxkk kok * % * ok ok ok * % ! !

EE&NKXARFRVNAF bRt el sl Fgren T TS TR o

NTDB id 1177 A1552VC RS01165 WP 000422572.1 R ANNSURGLVLVIGETGSGKSTT AAMpyeY| RQHI 149
NTDB id 1033436 AB8806 RS08870 WP 078222022.1 K AUSISRGLYV VWGINTGSGKSTTLA[M [€YRININGE 158
NTDB id 1203 PSJM300 01605 AFN76401.1 N A|NWSRGLVLIAYGETG GKST LAAM 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 K I3 GEATG GKST LA M 152
NTDB id 1307 DR RS10055 WP 010888596.1 BWARFRVNAFW RGNV AUMIAL T ARNPNZRGLVLVTGPTGSGKSTTLA M 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N  RFRVNAFEIQERG®SAVERTIP Y AllNgY GLVLVTGPTGSGKSTTLAAM 151
NTDB id 1176 A1552VC RS01160 WP 000350195.1 N RFRVNAFBIQERGSAVFRTIP M ApgY GLVLVTGPTGSGKSTTLAAM 151
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAF QSJRGA AVFRTIP | ARISIRGLVLVTGPTGSGKSTTLAAN 151
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 B ARFRVNAF QSJRGA AVFRTIP | AMSIRGLVLVTGPTGSGKSTTLAAYY 151
NTDB id 1194 PAKAF RS01995 WP 003084552.1 N ARFRVNAF QWRGAGAVFRTIP | PDAZRGLVLVTGPTGSGKSTTLAAM 151
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NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H{ap(aC 231
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHISKKCL RINALRSALREDPD LALTAAETGHLVFGTLH T\l
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIKKCL SIZALRSALREDPD LALTAAETGHLVEFGTLH Tl
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVH|#YKKCL IMXALRSALREDPD LALTAAETGHLVEGTLH Tyl
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHASKKCL WHALRSALREDPD LALTAAETGHLVFGTLH T\ ichi
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHRNKKCL WMAALRSALREDPD LALTAAETGHLVEGTLH Tl
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHASKKCL IMAALRSALREDPD LALTAAETGHLVFGTLH T\l
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 IFDIBIREQ QEF MDIREIL N|HK A1 S[0] Q)RE P T HD[¢]Q SR VAV L. Y| 312
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVEFPIE[[Ae] RYAL  NIYLYAV  WQNLLIZ EWGRGRVIMANMEIIR FPA REALIREEKINIOIFS| 315
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SAINKTIDRIIDVFP H MIGGGRVAEIEIM TPAIRNLIRENKVAQMYSHMIQTG NSyl
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SABMKTIDRIIDVFP MUGGGRVA[IETM TPAIRNLIREIWKVAQMYSMIQTG LUSechte]
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SAWKTI RIIDVFPAE BUYGGRVAAIRETIM [@TATRNLIREINK AQMYSHIQTG[A sy
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SAWKTI RIIDVFPAE BUSGGRVAAIRETM [@TEATIRNLIREINK AQMYSEIQTG{ALSesTe
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SABMKTIDR DVFPAE MIGGGRVAABIEIM TPAIRNLIREWRKVAQMYSEIQTG 310
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NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAINKTIDR IDVFPAE BIGGGRVAARIEIM MPAIRNLIRERNKVAQMYSIAIQTG 310
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NTDB id 1040 HON27 RS13360 WP 000355489.1 SABMKTIDR IDVFPAE BYGGGRVAABIETM MPATRNLIRENKVAQMYSENIQTG 310
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