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NTDB id 1033431 AB8806 RS00220 WP 013213631.1 KKVRRVIGKAMATAPHETLLVIDANTGQNALAQVKAFDDTLGLTGLIITKLDGTAKGGILAAIARQRPVPVYFIGVGEQV 358
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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