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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEFKQTREANFAVVRD. 75
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNRE 77
NTDB id 1033425 AB8808 RS16350 WP 369927318.1 MSDFDFTSFLKLMVHKQASDLFITAGVAPSMKVQGRIVPITQSPLSAQQARDMVLNVMTPAQREEFEKTHECQFAISASG 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ...MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISARG 77
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHIL 154
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHII 157
NTDB id 1033425 AB8808 RS16350 WP 369927318.1 .VGRFRVSCFYQRNCVGMVLRRIESKIPTPEELNLPPIIKQLAMTKRGIIIFVGGTGTGKSTSMASMIGYRNQNSTGHII 159
NTDB id 1203 PSJM300 01605 AFN76401.1 .IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHII 156
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQA 234
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQT 237
NTDB id 1033425 AB8808 RS16350 WP 369927318.1 TIEDPIEYVHKHEGCIITQRELGIDTDSWENALKNTLRQAPDVIMIGEVRTRETMEHAINFSETGHLCLCTLHANNANQA 239
NTDB id 1203 PSJM300 01605 AFN76401.1 SIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQA 236
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 LERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQT 314
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQT 317
NTDB id 1033425 AB8808 RS16350 WP 369927318.1 LDRILHFFPEDRRSALFMDLSLNLKGIVAQQLIPTPDGKARRVAVEVLLGTPLAQDYIRQGEVHKLKELMRDSNQLGMRT 319
NTDB id 1203 PSJM300 01605 AFN76401.1 LDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQT 316
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 FDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGSG...SLQNVKIDME.............. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFDGQRRNLK..... 383
NTDB id 1033425 AB8808 RS16350 WP 369927318.1 FDQSLVELYHAGEISYEDALRHADSSNEVRLRIKLAQGGDAHTLSQ.GLEGVEIDTSHDKQ..TFGGMLSR 387
NTDB id 1203 PSJM300 01605 AFN76401.1 FDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTS.VSQGLTLEMSDDDPGRSFR..... 381
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