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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1033422 AB8808 RS14720 WP 369926815.1 ..MSKQSVLVIDDERDIRELLTITLGRMELDVDAVGSVTEARNALASRRYDLCFTDMRLPDGSGQEIIELIAANHPDMPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE..HDTTENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 1033422 AB8808 RS14720 WP 369926815.1 AMITAYGNVDAAVTALKAGAFDFVSKPVDIHLLRRLVRTALRLSEERRTESGAKGAPGADRLIGDSPVMTEVRGKIVKLA 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE.....AEEAPVDNRLLGESPPMRALRNQIGKLA 153
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 1033422 AB8808 RS14720 WP 369926815.1 RNQAPVYIGGESGVGKELVARLIHELGPRAAGSFVPVNCGAIPSELMESEFFGHRKGSFTGAHADKEGLFQAAQGGTLFL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 1033422 AB8808 RS14720 WP 369926815.1 DEVAELPLHMQVKLLRAIQEKAVRPIGGRDEIPVDVRILSATHKNLALLVEQGLFRQDLFYRINVIELRVPPLRERRGDV 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWET.PPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASA 397
NTDB id 1033422 AB8808 RS14720 WP 369926815.1 PKLAEFVLRQLAVESGGGAPGRLQPEALAALEAYQFPGNVRELENILERAMAMCEGDAIEAEDLMLPQRTAA...PSPSG 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA...SQE.. 387
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AQSIQTTVAAP...QAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1033422 AB8808 RS14720 WP 369926815.1 ADVASGSVAPPPASGLSAGGADGSLEDFISNIERDTIIKALEESRYNKTATAKKLGITFRALRYKLKKLGID....... 467
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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