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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSE......IAK.EFA.....KKQ..AEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRI 541
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEK......LNK.ELA.....ERN..KTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRI 538
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