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NTDB id 1175 A1552VC RS12105 WP 000788426.1 AVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHSV...GGSIESNLWQKGLLAD.........DEF 372
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSHTV...GGSIENNLATIGLYDGGGEGD.DGGSSV 381
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTF 508
NTDB id 1033251 AB8P72 RS11650 WP 369958294.1 ................................................................................ 0
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTY 503
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKY 516
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKY 516
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 T.......NNLNVNF.....PVNPSASVALQIAAI.NSRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPY 286
NTDB id 1373 NTHI RS02645 WP 011272046.1 NI.....ADNLNVNFAT...TTTPAGSIALQVAKI.NGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPY 302
NTDB id 1347 HI 0435 AAC22094.1 NI.....ADNLNVNFAT...TTTPAGSIALQVAKI.NGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPY 302
NTDB id 1115 OK783 RS00485 WP 003698035.1 EA.....QTKINLPVAA......AANS..ISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPF 587
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PL.....ERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPY 558
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PL.....ERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPY 558
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PV.....DEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPY 444
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PV.....DEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPY 444
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GI.....DDFLNVNLAA...TSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPY 453
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PTTGTSKSPSPFVDLGA...KDA.TSGIGIGFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPY 582
NTDB id 1033251 AB8P72 RS11650 WP 369958294.1 .............................................................................MPY 3
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TI...ERPDNLNVDLGV...TTTGASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPY 576
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TI...ERPDNLNVDLGV...SNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPY 588
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TI...ERPDNLNVDLGV...SNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPY 588
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 AMYSK..KEEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQIN...NTMVTIDKQEIKTQVLAKHGETIVLG 361
NTDB id 1373 NTHI RS02645 WP 011272046.1 IVSNT..RNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLG 380
NTDB id 1347 HI 0435 AAC22094.1 IVSNT..RNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLG 380
NTDB id 1115 OK783 RS00485 WP 003698035.1 TVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQC.ASGNNTILCISTKSLNTQAMVENGGTLIVG 666
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QEATS...SGATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEATS...SGATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQT...FLGVPAIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LESSS...SGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLG 521
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LESSS...SGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLG 521
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LESSS...SGATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLG 530
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QEASS...SGATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQN..MLNGVPPINKNEVNAKILVNDGETIVIG 657
NTDB id 1033251 AB8P72 RS11650 WP 369958294.1 QEASA...SGATTTSFKEAALSLEATPNITPDGKIGLQLLITNGTPT.....IINNQVAIAEDSISTNVIVEDGQTVVLG 75
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.Y..AQNGEAILNKNTINTNVLVNNGETVVLG 653
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.A..APNGELILNKNNINTNVLVDNGETVILG 665
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.A..APNGELILNKNNINTNVLVDNGETVILG 665
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 GIFQHLIAKGEDKVPLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIG.AEKQK...... 420
NTDB id 1373 NTHI RS02645 WP 011272046.1 GVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1347 HI 0435 AAC22094.1 GVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1115 OK783 RS00485 WP 003698035.1 GIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1033251 AB8P72 RS11650 WP 369958294.1 GVFKNRTNNEVSKVPFLGDLPYVGRAFRKDVRNNAKEELLIFVTPKLINDGTSRLN.......... 131
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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