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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLY.IISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNS 79
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLY.IISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNS 79
NTDB id 613 LCA RS05340 WP 231952379.1 ........MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQL......LATS.ASKTKPATKKTHQAA 65
NTDB id 153 SP RS04730 WP 000387344.1 ....MEAIIEKIKEY...KIIVICTGLG.LL..VGGFFLLKPAPQTPVKETNLQAEV..AAVSKDSSTEKEVKKEEKEEP 68
NTDB id 1033211 AB8O67 RS14045 WP 059293571.1 ........MNWLNQH...KTIIMSAGSAAVLIAVLCLFFFSGHNKEPVKQVVS............SEKENAEVKQEATKD 57
NTDB id 105 BSU 25590 NP 390437.1 ........MNWLNQH...KKAIILAASAAVFTA.IMIFLATGKNKEPVKQAVP............TETENTVVKQEANND 56
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NTDB id 36 MW RS08230 WP 001793467.1 DKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 DKLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 EQLQSQICVN 235
NTDB id 153 SP RS04730 WP 000387344.1 EKLKDYVTVD 216
NTDB id 1033211 AB8O67 RS14045 WP 059293571.1 EKIKSSITVK 205
NTDB id 105 BSU 25590 NP 390437.1 EKIKSSITVK 205
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