
logo ML I SGSLAAMI
Y
F
IHLFLSRQQEHNDEGFMTQQREWI

MI S IVEQI
MMNECKEQSQATVKQTADEHGSVL ICRTNLSGQDE I

VRFDE IYHSMIRKRVDG
NTDB id 1033202 AB8O67 RS13570 WP 157722684.1 MLISGSLAMYFHLFLSRQQENEGFMQREWIISVEQIMNECKQSQTVQTDEHGSVLICRNLSGQEVRFEIYHSMIRKRVDG 80
NTDB id 101 BSU 24680 NP 390348.1 MLISGSLAAIIHLFLSRQQEHDGFTQQEWMISIEQMMNECKESQAVKTAEHGSVLICTNLSGQDIRFDIYHSMIRKRVDG 80
consensus !!!!!!!! !!!!!!!!!**!! ! !!*!!*!!*!!!!! !! ! ! !!!!!!!! !!!!!**!!*!!!!!!!!!!!!

logo KGHVP I LDHIKTATMKADE I
V
E
KNGMVLVLWLKI

V
E
K
N
SEDNDQKEVYQTAFPVYSTSYLGGG

NTDB id 1033202 AB8O67 RS13570 WP 157722684.1 KGHVPILDHIKTMKAEVKNGMLWLKVKNENDKEYQTAFPVYTSLGGG 127
NTDB id 101 BSU 24680 NP 390348.1 KGHVPILDHITAMKADIENGVVLLKIESEDQKVYQTAFPVYSYLGGG 127
consensus !!!!!!!!!! !!!** !!** !!* ! ! !!!!!!!!* !!!!

X non conserved

X similar

X ≥ 50% conserved


