
logo

MFSAVTEDGQM
VFHL ILGARQQRNREQKQLKQRRTRFFCPVCAGEGELADVKLGLSQKAPHFAHKQNKSCATIDI EPESAYHLEGKRQLYVWLK

NTDB id 1033185 AB8O67 RS06320 WP 193660370.1 MFSAVTEDGQVFHLIGRQRREQLKQTRFFCPVCAEELDVKLGSQKAPHFAHKQNKSCTIDIEPESAYHLEGKRQLYVWLK 80
NTDB id 123 BSU 11530 NP 389035.1 ..........MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDIEPESAYHLEGKRQLYVWLK 70
consensus ***********!!!*! ! !! !!!!!!!* !! !!!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo TQMRASP I
LLEPYI

V
K
R
E
TIKNQRPDI

V
L
MAKRI

VKEGDHMTLAVEYQCATI
LAPDVFQKRTAEGFKQAEGI

MIPQWI LMGGYSRLKRTASSSFYQLSDTF
NTDB id 1033185 AB8O67 RS06320 WP 193660370.1 TQMASPLLEPYVKEIKQRPDILAKVKGDTLAVEYQCATLAPDVFQKRTAGFKQAGMIPQWILGGSRLKRTSSSFYQLSDF 160
NTDB id 123 BSU 11530 NP 389035.1 TQRASPILEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSTF 150
consensus !! !!!*!!!!** ! !!!!**!**! * !!!!!!!!!*!!!!!!!!! !!!! !*!!!!!*! !!!!!! !!!!!!! !

logo HWQF INASPNYRSDEL ILCYCPERTHRSFLRLSHR I
MIPFYTNTHFSYCSSVQTIP IHRQRAAGAEGDLFFTEPDKPSSFIKQHYSDGWTGKAIHLRFRHRKPTH

NTDB id 1033185 AB8O67 RS06320 WP 193660370.1 HWQFINASPNSDLLCYCPETHSFLRLSRMIPFYTTHFYCSVQTIPIRQAAAEDLFFTEPDSSFKHSDWTGAILRFRRKTH 240
NTDB id 123 BSU 11530 NP 389035.1 HWQFINASPYRELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPH 230
consensus !!!!!!!!! *!*!!!!! *!!!!!!**!!!!! ! !*!!!!!!!* !*! !!!!!!! *! *! !! !!*!!!*!*!

logo RFLNSKDEMTNRI
LRLLFYEKRQTPFLSFLPTEVFVPVKRKGAVFKSPVFVWQGFYLYLF IMTDLGGYKHRAP IRFSAVLQHQCKI

LHIHKNK
NTDB id 1033185 AB8O67 RS06320 WP 193660370.1 RFLSKDMNRIRLLFYEKRQTPLSFLPTEVFVPVKKGAVFKSPVFVWQGYLYLFITDLGYKHAPIRFSAVLQHCKIHIHKK 320
NTDB id 123 BSU 11530 NP 389035.1 RFNSKETNRLRLLFYEKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNK 310
consensus !! !!* !!*!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!*!!!! !*!!!!!!!!!!*!!*!!! !

logo NIALLRGSEVCYRSDEEQCDFL ISEAVKQYIDEFLCKKGFLRETQKEVYVLDNQPAGKGR I
S
H
QSLMQDL I EKRDRSCF I E

NTDB id 1033185 AB8O67 RS06320 WP 193660370.1 NILLRGVYRDQDFIEAVKQYIEFLCKKGFLRETQKEVYVLDQPAKRSQSLQDLIEKDRSCFIE 383
NTDB id 123 BSU 11530 NP 389035.1 NIALRSECSEECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCFIE 373
consensus !! !! * * * !!!!!!!*!!!!!!!!!!!!!!!!!! !!! *!*!!!!!*!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


