logo

NTDB id 1399 DSB67 RS15600 WP 010645755.1
NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 1033053 AB9AO7 RS06025 WP 000931873.1
NTDB id 40 MW RS06080 WP 000593192.1

NTDB id 25 SA RS06185 WP 000593194.1
consensus

logo

NTDB id 1399 DSB67 RS15600 WP 010645755.1
NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 1033053 AB9AO7 RS06025 WP 000931873.1
NTDB id 40 MW RS06080 WP 000593192.1

NTDB id 25 SA RS06185 WP 000593194.1
consensus

logo

NTDB id 1399 DSB67 RS15600 WP 010645755.1
NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 1033053 AB9AO7 RS06025 WP 000931873.1
NTDB id 40 MW RS06080 WP 000593192.1

NTDB id 25 SA RS06185 WP 000593194.1
consensus

logo

NTDB id 1399 DSB67 RS15600 WP 010645755.1
NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 1033053 AB9AO7 RS06025 WP 000931873.1
NTDB id 40 MW RS06080 WP 000593192.1

NTDB id 25 SA RS06185 WP 000593194.1
consensus

logo

NTDB id 1399 DSB67 RS15600 WP 010645755.1
NTDB id 599 KW2 RS05940 WP 021037268.1

NTDB id 1033053 AB9AO7 RS06025 WP 000931873.1
NTDB id 40 MW RS06080 WP 000593192.1

NTDB id 25 SA RS06185 WP 000593194.1
consensus

* ok

F AKFS EQ DSY v@ tg \EK
E E KAX QE ng 5 RNY|§§§E$ LQLL LTKE? B BEE bﬁ é Ig Q
MTPQNDID LlCLPGIGGVK NK SK DTPSNlVQYST QLQLLGLTAKQMQARS KEV .........
MI . TN[@D FRWK AGM. TNLG NK K.FERKY......DH....... KISMRQMG AQVKS PNFIEQ NQ

NHI 0shEl. ... .. K. T®ZSCCEVBEYER. . . . . .. MHIPENECK LADKK DA [VNR KE S
MI YUOAHES. . . ... M. GRK
Mg YWAH ...... B GRK ....... DSYLCE ViR EN YYA

* ok K
el e ks [ L{KEY LLFYKN !HLA V RR&ETSYTQSS“ ik
g%Lé\ KQEN T l’ lrl: VA 1 T %DD Y IVE ATI%Etg

ETT, TQ Y I TG0V PRLLKERY P MSF
IKE KLK SYITR DEJRYPWLLKEIY P LLFYKGNIIAL INGHBILAVVG RIS MYTEQSLIRG IKSKYI
KSKYI

....... DSYLCE VIR EN IGYYA
.C TWVAASS HHI TLADALYPPLLK TVAPPPLLFVKGEASCLP VDGEEHTRTFAEDLVEHDMR
VKK RA. DYKKFSSF il DJRYPIRIL. EIY P L FYMGNIPLLY .HLNQSF

IKE KI®K SYITY DSEYPVLLKEIY P LLFYKGNIKL N M BILAVVG RN SYTQQSLEF
P b skl kox * %

FA LD T LR Lk ke Lo | NNy ey * I * * NN NN

LTEMES) S T oA FORL 5 P T

L ——

KGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI

KGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI
KGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI
Fok D laokk LD Uk D Dok L1 Dbk Dok

AP IDEEELPFPQLLANVCNEATPVDI LASRTN I PVQEV /IVQLLELELSCHVWVAVSGGY | RKGR

APIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG 369
................................................................ 282
................................................................ 290
................................................................ 290
................................................................ 290

145
135
144
144
144

225
215
224
224
224

305
282
290
290
290



(>4 ES

non conserved
similar
>50% conserved



