logo

NTDB id 1032654 ABS8E30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 1032654 AB8E30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 1032654 ABS8E30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 1032654 ABSE30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 1032654 ABS8E30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 1032654 ABS8E30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 1032654 AB8E30 RS18305 WP 369900703.1
NTDB id 120 BSU 10620 NP 388943.2
consensus

SR et £y o B T s IAAFEA AL

WISLQ3 GRA SGK G HE Q EL “RIAPIIGIY . I VP “QMTE[aENRIREALYS ORRITRAQVFSFSRLAW VLQ |
GAE ]G SGK S Q EL RH FGKPI VAZRVENA T MEYE|RA MOQUIRAQVESFSRLAW VLQHT

I**II Illl* Iksksk xIx!1x!1 | k Pkskx | Ik 111 | ***** | T T T T T 2 L B |

SR g2 Ltemee b el EARLE g A%ELEA Rl

IIAG VIMLLRK © /EL LH\Y QKAA QNe; FFE 8]M TEFKRY SN YT WQELE SGNEQEERSA
TSTEAU MLLRK EE Q Fi QKAS KS FTA ERM TEFKRYCLE AESGT EYRGERMIAS

! "*** ....... Poxlxl Ikl %ok |

EK DtaHYDDFEmD@YmSEDY{ I thwK AB Y D F i QELE EQt A HxD&

N YPIIJE - FALINGSYL SEDYL[NLL HS DJA IY DGFzSI8 PQEIRY M
HD QQM ADQYLHSEDYLT GAHIY DGF [N}l PQE

I**II *|| [ N I B II I*II* | *| [ A B 3 x 111 FX 3 llI kk  kok *II |

e R o A ﬁVN
e e o o %;aéizé%g.aTrGY*felﬁ.ﬁszﬁ

[ * kk ckkk LD DL Pkk kk %

ﬁmw%lwmummwfw$M§mmnww

IIRAE EG AREI IRNGYRY SIYMD K FNIDYRIPREIF IDMKIASVMENsHPL IE{@TR SEL SEWI
IMRAE EG AREI[3#AL GYRY IFEI YLD | KIX DYEIP FIDEKI\SVM|® HPLIE IRSBL INGNWR,|
Pl lsl Dokl LD D% I* ] ||||* * x| I**I BT | T || P RN |*|* N

BRI L et il At

Y AVFRCVKTELL PLAY INYENYC AYG [NGISRWTRIZDIY WYRR GGE AQTRNBIE L
Y AVFRCVKTELL PLI9Y Q (MRENYC AYG J4GINRWT]S Q RR D)DDF . NeNyD QI IE T
| I* |

[ T T O T I I B A | *I *Il * | [ e B I A A B | l** | ||I *x1 11 | III * |

s N e

JILQKR K AWTRINGUIGE A LEEIR MEW: A QN WFVEM GD
LQKR K AT VQEK EA LEEJDVP)RK 8] AE Al NLL JAFVEM GD
Poor ok k

| % T hxlxl | I e S R O O Iox1 1l x| [ T I B I

2:2

H
*

80
80

160
159

240
239

319
319

399
399

479
478

559
558



logo

NTDB id 1032654
NTDB id 120 BSU
consensus

logo

NTDB id 1032654
NTDB id 120 BSU
consensus

logo

NTDB id 1032654
NTDB id 120 BSU
consensus

logo

NTDB id 1032654
NTDB id 120 BSU
consensus

logo

NTDB id 1032654
NTDB id 120 BSU
consensus

logo

NTDB id 1032654
NTDB id 120 BSU
consensus

logo

NTDB id 1032654
NTDB id 120 BSU
consensus

AB8S8E30 RS18305 WP
10620 NP 388943.2

AB8E30 RS18305 WP
10620 NP 388943.2

ABS8E30 RS18305 WP
10620 NP 388943.2

AB8E30 RS18305 WP
10620 NP 388943.2

ABS8E30 RS18305 WP
10620 NP 388943.2

ABS8E30 RS18305 WP
10620 NP 388943.2

AB8E30 RS18305 WP
10620 NP 388943.2

369900703.

369900703.

369900703.

369900703.

369900703.

369900703.

369900703.

6 s R Lars s DR omet g e g ek v
ol B RN DR O HERE G o SRR LR

TR Py Ve, TR e AL R sohEme sy ek
R Lo D B [ S ki o [ oot gl S B

Al tes vervascs e ML b s s O Eg ol
;‘SXE*%XSISHEH’%ESHHE!EBHEEEI‘;2655232E

* % ' kkk L okk LIL1k!] ! PIEIT bl 1)

N ol

EWMFNEIC  J\HFAMHGL L ERPMFKL APDIGLFHINALKIAIIAD LiWSAisywiADL TYASACENGASNNAY EIBLAPWLQ (NI
EnWFNICE BurafHGLEL ERMFKL APDIGRLFHERLKMIED LNl eRNwiRDL TISANCEIRISYSI ERLAPLQ BT
Lo T Y L*

Tkk LLL LDU#IADD DL DULID T0L 11 1 Tkl ! ' TIr Tk |

R A ARG

LLSSNRHIIY KiEKLQ@I JJRE¥SI® LISEHAKASGFVP |y WIGG)NY - LPP ' [NF)ALIN IMME VGRIDRVDKAEN]
LLSSNRH Y K KLQIMI pR{JS[§ LEJEHAKASGFVP (& BNGIIGGINOYI. PP IFLISNG@WME VGRIDRVDKAERKIS
Pk 1 1 x| ] 1

PELEELT bk D hskskskl L1 %l 1l |

""" A s A e

GJWLRI DYKSSEK LDLWEVYYGLALQMLTYLD [ MY [ESIYW KGEEQV PAGVLYFHIHN EMKGIAGEAEIEQEI
GIWMLRI DYKSSIWK LDLEEVYYGLALQMLTYLD R LEEWW [Gyee¥\ PAGVLYFHIHY QSNLPL{¢
| L T O I I T A * % (3 * % 3 A T T O Y B 3 * |

AR KL DRBIRL Dot ol L st Bt s T

WWKKFKMKGL LGDJ\ VVRLMDJ| LYMNGEISNIIFAGLKKDGS|FINISEIINIEWNEFD LINK Vis{NFIoREACER:I TDGYY BN
KKFKMKGL LGD® VVRLMD  LWAGISNTINAGLKKDGSIREINSINNIEEINEFD LikEV WFIGIE I1TDGE FIi
! ! r !

T T R N Pl lsl Ikl Lokl %

(4 O
e T

ik

IMETEQET

639
638

719
718

799
795

879
875

959
953

1039
1031

1119
1111



T 8 GBI e L et

NTDB id 1032654 ABSE30 RS18305 WP 369900703.1 ERGAUGI SIS FRETIBIFINIAIISAID M®SEAMSKEEERHK . . .. 1170
NTDB id 120 BSU 10620 NP 388943.2 PYKMIANKTECT CHF SVCQFDESLE NEYRELKINGKDEGMALER [NEA [@NEHSIEELS
consensus PITL D0 bwl okl DL LI L T Rt bkl 1] ERTEIETT

X non conserved
B similar
>50% conserved



