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NTDB id 1032636 AB8E30 RS07350 WP 369903482.1 MLSELSIRNFAIIESLNITFQKGLTVLSGETGAGKSIIIDAISLLVGGRGSAEFVRYGTDKAEIEGLFYVEDEYHPCIAK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
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NTDB id 1032636 AB8E30 RS07350 WP 369903482.1 DRGGLDQVRNAMSQMESISDLDTSYQENYDTIANSYYLLEEVSYQLREKLDMMEYDPNRLDEIETRLNEIRMLKRKYGNT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus * !!!! ! ! !*! !!!* * *** !!!!!!!* **!*! !! *!*!! !! !!!!!!!!* !!!!!! !

logo VEDE I LEYADSKI EEE I
V
D
F
Q
TI ENKRDSVHLVEQSTLTKKEKLMDKESLVEGKQDVI

V
A
V
K
VEAATNVLVSEQI

LRKRDTLWAEKKRLATDAE IHQRELKESLYMEKSTKTFDETVEMF
M
K
M

NTDB id 1032636 AB8E30 RS07350 WP 369903482.1 VEEILEYADKIEEEVFTIENKDVHVETTKKKMKELEQVIVKEATVLSELRRDLAERLTDAIHQELKELYMEKTKFEVMMM 400
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NTDB id 1032636 AB8E30 RS07350 WP 369903482.1 RK..EGTAEDPIVDGHAVKLGQDGYDIVEFYISTNPGEPLKPLSKVASGGELSRIILALKSIFSKHQGVASVIFDEVDTG 478
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