
logo MYIKQENLEQLQTNSYRNYDEHKALAELQSFEDNKNVNVI IGENAQGKTNLMEAIYVLASMAKSHRTSNDKREL IRWDEKDEYAGKI EKGRVMQKQRNSGNAS
NTDB id 1032616 AB8E30 RS00925 WP 369901573.1 MYIKELQLQNYRNYEKLALSFEDNVNVIIGENAQGKTNLMEAIYVLAMAKSHRTSNDRELIRWDEEYGKIKGRVQKRSNS 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !!! ! ! !!!!** ! !! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!! *!*!! !!! !
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NTDB id 1032616 AB8E30 RS00925 WP 369901573.1 ISLELNISKKGKKAKLNELEQQKLSQYIGEMNVVMFAPEDLNLVKGSPQVRRRFLDMELGQIAPVYLYELSQYQKVLTQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus !** ! !!!!!!!*!*!**!!!!!!!!*! *! *!!!!!!!!!!!!!!!!!!!!!!!!*!!* !!!!**!! !!!*!*!!

logo NHFLLKKQLMQGTNRAKQSTDEERATMLDVFLTDLQL IVEHVAGAVKI
V
L
V
Q
VKRFLEQFLTAKLQLEQEKWAAQP IHARGI SRGLEELETI

L
K
VYHKPTASLDVSDEPSLMDLSTKI

NTDB id 1032616 AB8E30 RS00925 WP 369901573.1 NHLLKKMQGNA.SEEAMLDVFTLQLIEHGVKILQKRFEFLKLLQEWAAPIHRGISRGLEELEIVYKPSLDVSESMDLTKI 239
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKI 240
consensus !! !! *! *** !!!! ! !!*!** !** !! ! ! !! !!! !!!!!!!!! * !** !!!!***!!*!!
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NTDB id 1032616 AB8E30 RS00925 WP 369901573.1 KEVYYESFQSVKQREVFRGTTLIGPHRDDLQFFVNGKNVQVFGSQGQQRTTALSLKLAEIELIYSEVNEYPILLLDDVLS 319
NTDB id 353 BSU 00040 NP 387885.1 GDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
consensus * ! ! ! ** *!* !! !! !!!!!!* !*!!!* !! *!!!!!!!!!!!!!!!!!!*!!* !* !!!!!!!!!!!!

logo ELDDYRQSHLLGHTIQGKRVQTFVTTTSVDGIDEHDETLKRQAGKMTFIHRVQTNGATLVDVCKE IDGK
NTDB id 1032616 AB8E30 RS00925 WP 369901573.1 ELDDYRQSHLLGTIQGKVQTFVTTTSVDGIEHDTLKQAKTIHVTNGTVDCEIDGK 374
NTDB id 353 BSU 00040 NP 387885.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK..... 370
consensus !!!!!!!!!!!*!!!!*!!!!!!!!!!!!!*!*!!*!! *! !! * ******
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