
logo

MK
M
K
S
M
M
K
I
M
R
L
H
K
R
T
P
L
M
T

I
K
N
Q
V
L
M

A
R
N
Q
M
K

A
N
P
Q
R
S
M
K
T

K
S
A
M
R
V
L

A
C
K
Q
Q
R
K
A
GFSTL I ELMIVVIA IVIAGI LATAVIALIPQSAYTQSNDYVTQTIKAVKRSAENTKAQRGLAVATSASEVLGAFVIL IKVLQSATMSELATVISANDESTAQGSPGMPLQYAQKI

L
T
A
S

G
L
T
D
A
F
L
V
G
T
E
S
A
I
L
Q
E
W
N
Y
C
T
A

F
L
R
S
V
Y
A
I

Q
S
A
I
L
Y

D
T
S
N
D
L
V
A
E
H
N
R
T

Q
N
G
D
G
H
W
E
I
K
S
A

D
F
K
S
W
T
L

A
G
K
L
V
P
A
E
I
M
N
K
S
T

D
G
N
L
S
V
A
T

E
G
S
V
A
N
T
T
A
S
A
G
L
S
T

D
K
L
T
V

P
A
E
F
G

NTDB id 1383 A4U84 RS08530 WP 005711781.1 .MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKKISE..... 74
NTDB id 1354 HI 0299 AAC21963.1 ..MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTS..... 71
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE..TTN..... 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEAL.SRGWSVKSGTGTE. 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAI.NEGKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAI.SEGHTPSLVSSLP. 74
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDN..... 68
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENN..... 68
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGT..... 67
NTDB id 1032577 AB8E26 RS12555 WP 369970414.1 ........MKKQQGFTLIELMIVVAIIAILAAIALPAYQDYTTRAKVSEVVVMAAPAKLAVSETSSSLGGLATVT..... 67
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALP.AT..... 65
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALP.AT..... 65
consensus ****!*!!!!!!!*!!**!!!**!*!*!**!* ** ***** * * * *

logo

NKVADIP
T
Q

F
S
A
D
N
T
A
K
S
T
A
C

A
K
S
T
G
E
N
G
S
Y

S
T
V
G
A
C
L
P
V
Y
F
K
S

G
L
V
A
I
N
P

A
G
A
I
V
G
Q
R
T
A
D
E
S
A
I
P
A
S
D
K
I
G
K
P
T
S

A
D
S
T
D
F
Q
S
T
V

H
N
P
T
I

P
D
K
T
A
A
K
N
S
G
T

T
G
P
K
L
N
Y
F
L
V
G
S
C
Q
K
A

D
E
G
K
N
P
T
S
A
G
L
I
V
D
G
I
K
S
E
A
T

C
T
I
L
V
D
I
Q
S
K
T
A

E
K
P
V
G
N
S

T
A
A
D
G
S
T

S
A
G
P
T

V
D
A
D
G
N
P
T

Q
W
G
H
S
T

AGQ
A
D
I
V
V
I
E
N
V
T
L
T
A
I
V
M
Q
C
K
A
T

D
I
S
F
M
T
G
Y

A
D
L
S

ATAE
T
A
K
M
Q
S

S
T
G
NGAIMNVDGKSAPNTDKNPVATGGNPRETKAGFNIL

A

N
Q
D
G
K
A

A
D
N
G
A
N
Y
M
G
K
G
I
E
K
N
T
M
L
Y
I
A
R
S
V
I
T
I
M
L
A
F
N
V
Q
W
T
A
R
P
L
K
T
D
A
G
L
V

A
F
I
V
Y
Q
N

GK
TALVPVGSAKRS

A
T
A
R

NTDB id 1383 A4U84 RS08530 WP 005711781.1 .....CSSGKNGVRADKSDVPDAKYLKSISVAS.....G..VITVAG........KGNIDGYGYTMTPK.F......... 124
NTDB id 1354 HI 0299 AAC21963.1 .....CTGGKNGIAADIKT..AKGYVASVITQS.....G..GITVKG........NGTLANMEYILQAKGN......... 120
NTDB id 1365 NTHI RS01955 WP 011271973.1 .....CTGGKNGIAADITT..AKGYVKSVTTSN.....G..AITVKG........DGTLANMEYILQATGN......... 120
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..DATKKEVPLGVAAD.....ANKL.GTIALKP.DPADGTADITLTF...TMGGAGPKNKGKIITLTRTA.......... 128
NTDB id 1197 PSJM300 03940 AFN76866.1 ........GYIGITDS.....TS.Y.CDVDLD..TAADGH..IE.CT...AKGGNAGKFDGKTITLNRT........... 118
NTDB id 1204 PSJM300 03935 AFN76865.1 ........GFIGIGAS.....TN.Y.CTVTLI..ATATGS..IT.CT...TQNGMPDRFNGKTITIART........... 120
NTDB id 1109 OK783 RS10670 WP 157147416.1 ........TSAGVASA..STIKGKYVQKVEVAK.....G..VVTAQMA...STGVNKEIQDKKLSLW..........AKR 118
NTDB id 1119 NGFG RS11465 WP 017147169.1 ........TSAGVASP.PTDIKGKYVKEVEVKN.....G..VVTATML...SSGVNNEIKGKKLSLW..........GRR 119
NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGL...........DGKYFAPGGVTV.TPDTG..AINIAFD.......AGANAGKTMTITPTVI.......AA 126
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAA.GTQHASKYVKSVKVTEAS..PW..DITVAISATEANGIPTGLDGNTIRLFPLVN.KAVP.AAT 146
NTDB id 1424 RS RS02795 WP 011000517.1 ......GSSV.........FTPTKNVANLTIAGTGTVPG..QITVTY........TTAAGGGTLALVPTAAGTALPVSSA 129
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..PSTAGSSCVGVQEI.SASNATTNVATATC.GASSAGQ..IIVTMD........TTKAKGANITLTPT.Y......... 123
NTDB id 1032577 AB8E26 RS12555 WP 369970414.1 ..AANAGYTFPGA.........TKYVSGITV....ADGG..IVTAAS........SVPGAAGNIVLTPKDV......... 113
NTDB id 1274 LPP RS09530 WP 011214168.1 ..QAATGYVSPAA.........TPNVASIAI....GANG..VITITY........TAAAGGGTIVMTPTLQ......... 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..QAATGYVSPAA.........TPNVQSIAI....GANG..VITITY........TAAAGGGTIIMTPTLQ......... 111
consensus ** ** ** * * *** * * * *



<0

logo

E
G
P
Q
S
A
D
G
T
A
S
N
N
Q
T
A
G
I
N
P
Q
A
G
S
D

L
S
G
I
V
D
E
M
K
L
TWDSAFKTTCYGSATAPGQTCSAKPQGNAVGAKTAENRAGQTDGAADDKNSDRSTDFVGTADPTVGSGADKSVDGAGNTVGKMNAESDTAQSTILAEPLDEISKTAQRSKRFHLYI

A
K
R
V
F
LPKTGSAGKTNSEFCKLQSGRKQDGPSAEKVSTAAKQTSDPAATGKG

NTDB id 1383 A4U84 RS08530 WP 005711781.1 ANNNITWATSCQG..................ADISLFPANFCGQKATP... 154
NTDB id 1354 HI 0299 AAC21963.1 AAAGVTWTTTCKG..................TDASLFPANFCGSVTK.... 149
NTDB id 1365 NTHI RS01955 WP 011271973.1 AATGVTWTTTCKG..................TDASLFPANFCGSVTQ.... 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..ADGLWKCTS...................DQDEQFIPKG.CSK....... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ..ADGEWSCAS...................TLDAKYKPGK.CS........ 139
NTDB id 1204 PSJM300 03935 AFN76865.1 ..TDGLWDCTS...................DLDSRYKPGK.CL........ 141
NTDB id 1109 OK783 RS10670 WP 157147416.1 QDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPST.CRDESSAT.. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 ENGSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPST.CRDKASDAK. 166
NTDB id 1191 AAC28468.1 484..945( ) SGQISTWTCAPGAANG...............IETRRLPTS.CQ*....... 153
NTDB id 1188 NELON RS01755 WP 003772458.1 STGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSE.CK........ 188
NTDB id 1424 RS RS02795 WP 011000517.1 PSGPIMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAE.CR........ 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ASGAVTWKCTT...................TSDKKYVPSE.CRG....... 147
NTDB id 1032577 AB8E26 RS12555 WP 369970414.1 GNGQLTWTCST...................TIDKKFVPAE.CRGAAAATGG 144
NTDB id 1274 LPP RS09530 WP 011214168.1 ANGDVTWTCTGG..................TLLAKYRPAS.CRP....... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ANGDVTWTCTGG..................TLLAKYRPAS.CRP....... 136
consensus * * ! ** ** ** !* !

X non conserved

X similar

X ≥ 50% conserved


