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NTDB id 1169 A1552VC RS11075 WP 000648511.1 . .......... MKATQTLPEKNMRMK NSNI

NTDB id 1402 DSB67 RS12670 WP 010643257.1 ............ MKTIPAPQEKNMRMK[ENN S S[¢]

NTDB id 1112 NGFG RS09215 WP 003689811.1 .. .... MAKNGGFSLFIMKKEKR)SI

NTDB id 1113 AAA85695.1 219..1451(C ) ...... MAKNGGFSLFIMKKEKR)SI

NTDB id 1032576 AB8E26 RS12550 WP 369968047.1 MSVSRSAIKKEPVARSTMEBQPIEV TDER{ET)N.

NTDB id 1252 GC085 RSO07730 WP 011213805.1 ............ MDKNI LT)gH NEACQIY.

NTDB id 1198 PSJM300 03950 AFN76868.1 .. .......... MAQKIAIKNSV)AT DRQ[¢AIY.
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 ........... MAVKKQM PTIHA D KV.
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRTRQLATM

NTDB id 1402 DSB67 RS12670 WP 010643257.1 JIADIT FTRQ ATM

NTDB id 1112 NGFG RS09215 WP 003689811.1 JADIT FTRQL TM

NTDB id 1113 AAA85695.1 219..1451( ) XDIT FTRQL TM AG PL QAFEIVARIGH[¢NPRM

NTDB id 1032576 AB8E26 RS12550 WP 369968047.1 RN F RQ ATM K GVP VAEI NG HIAN PIIM

NTDB id 1252 GC085 RS07730 WP 011213805.1 JI\DIT F RQLATM l

NTDB id 1198 PSJM300 03950 AFN76868.1 WIDIN FTRQ ATM

NTDB id 1016 ACIAD RS01680 WP 004920476.1 DI\ FTRQLATM KAGVPLVQAFEIVA GJR3NPEM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 IMDIT FTRQLATM KAGVPLVQ FEIVA GJR3NPEM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK [\ 4K KENALJRY PRIV ANM{EYNARZP LN T

NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK [\ I4K KENALJRYPURIV IRWIGAELPA TQ

NTDB id 1032576 AB8E26 RS12550 WP 369968047.1 LDVATYKE EMLKEMKIKKA J3YPEYIV

NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALBNYPIRAV

NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK ERLKEWKIKKA NYPiwAVv

NTDB id 1016 ACIAD RS01680 WP 004920476.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK EMLK[AKIKKA )J4YPlW§V
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NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 QM IGEESG LD MLNK

NTDB id 1113 AAA85695.1 219..1451( ) QMY IGEESG LD MLNK

NTDB id 1032576 AB8E26 RS12550 WP 369968047.1 QMUWAIGEE GALDIWMLIAKVAIY YEREV NAVD LSH

NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL | YEIMEV NAVD LSH

NTDB id 1198 PSJM300 03950 AFN76868.1 QMIEAIGEESGALD MLEJKVAJ YEWEVDNEVD L [

NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLMKVAWN YESEVDREAVD L [

NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDSMLIKVA YENEVDNAVD L H
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF LEISV 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVIAMYLPIF LJISV 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYLP F LGVV . 410
NTDB id 1113 AAA85695.1 219..1451( ) T AMYLP F LGRVV 410
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NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFJSLGSRAVEE 406
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF 408
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