
logo MKQVAIGYLRQSTMTKQQSLTAAQKQATI EAI
LAEKKYHHNIQYHI INTFYSDKQSGRKTDKNRNSTGYRQQI
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VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1031207 QTG70 RS00180 WP 048667859.1 MKQAIGYLRQSTTKQQSLTAQKQTIEALAKKYNIQHIIFYSDKQSGRTDNRTGYQQVIERIQQRQCEVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!*!!!!*!!!*!*!**!!*! !!!!!!!!!*!*!*!!*!****!!!*!!**!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LS IVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
Q
KEKAKQGRKML ITTHASPFGYEHYQH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1031207 QTG70 RS00180 WP 048667859.1 LKNALKLMKLCQKYHVHILSIHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLKEKAKQGKLITTHASFGYHYQ 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!*!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!*!!!*!*

logo NGATFTI IDNNQTDNVKEASPTVKAVFNYYI
L
K
QGHYGYKKIAQLYLEAETDNDTKCFYINRQKPYQVRANI I ILTNPNYCGRVNINQYGQFYEDNMFPAS IVSTTS I

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1031207 QTG70 RS00180 WP 048667859.1 NGTFIINNDESPTVKAVFNYYLQGYGYKKIAQYLETDDKCINRKPYQVRAIITNPNYCGRVINQYGQYDNMFPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!!!!!!**!*!!!!!!!*!! !***!!!*!!!!!*!!*!!!!!!!!*!!!!!**!!!!*!!!!*!

logo YEEQAQARVI
L
TRSTVNQKPQI

VKQRKTSPSADENLQLKQKIKCPCYCDGNTSTLTNMATVIRKTKHNHSTLRYYVCPQKNMNASRF IVCEDFKGINAEQENTLEDKTKQSVLAESTV
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1031207 QTG70 RS00180 WP 048667859.1 YEQAQAIRVNKQVKRTPSANLLKQKIKCPYCGSTLTNMAIRKTNHSLRYYVCPKNMNASRFICDFKGINAENLEKQVLES 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!**!**!***!*!*!!!!!!!!*! *!!!!!**!!**!*!!!!!!!*!!!!!!!*!*!!!!!!* !! !!**

logo CQKKDFYFRQDNQRQI
LYTSKINKGHTAIDEQQKQRI

LKKRQRDMNHIDEKTHKSHNTTLNTHQEKQL I ENKLAQDGI
KIDVAETFREQSTQS ILNRLQQNPSQKRPTIQSTVS INSDGTHIYRQIKQRAHKASTFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1031207 QTG70 RS00180 WP 048667859.1 CKKFFRDQQLYSKIKHAIEKQLKKQRMHDTSNTLTQEKLIENLAQGKIDVETFREQSQSINLQNKPIQVISDIRIKASLQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !**!***!**!*!!***!****!*!! *** !!**!*!!!*!!!**!!*!!!!!!*!!***! *****!* *!* **!

logo

K
N
T
I IQQKSRFTLNI

MLYPYI EDTE INHI STKDNKENSLAISG IYLFKDNEPLNIVKNQATVMEQLSS IAV
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1031207 QTG70 RS00180 WP 048667859.1 KTIQKSFTLNMLYPYIDEIHITKNKELSGIYLKDEPLNIVNQAV..... 444
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus **!!**!!!!*!!!!!**!*!*!*! ! !!!*!*!!!!!!*!** **

X non conserved
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X ≥ 50% conserved


