logo

NTDB id 1030931 AB2115 RS04975 WP 002337236.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1030931 AB2115 RS04975 WP 002337236.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1030931 AB2115 RS04975 WP 002337236.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1030931 AB2115 RS04975 WP 002337236.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1030931 AB2115 RS04975 WP 002337236.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1030931 AB2115 RS04975 WP 002337236.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

I VOWEnE AR AL e IR R T

MK|yI TF Fl§ V YHEFGHFFFAKRSGILVREFAIGMGPKI H[N KDGT@YT R LP GGYVRMAGNG DITE [¥yg
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

A R ALY

GIUPISSLISLISID GR{VI “INL SIY  pYa IR A PME IYDLEDIALTITGYVIYG ETEVVTYPVDHDATI ENDGTE RIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETMMKTYEVDHDATIVEEDGTELRIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET KTYEVDHDATIVEEDGTELRIAPKD

T s

VQ QBA| WENR TNFAGPMNNFIL FIILAF QGGVQUTRITN (¢ KIUGAAEND GLKIYDIY 'V GKE@HS|
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIBQVANGGAAQVSGLKTGDAIVAINKDKVTDWD
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWD

sk |okokokkok ok | okok Dok skokskokok |oskokokokok okok | | oskokokokok |k |k *****II******lI**Ill*ll*** Kok | okokok | kok

1L ATOFLL o 0, St sigol AASIN{ EALL AL R e e Lkt

P\LIENLIYTIQESL KLGGPVIM QRS A NNG 1y LM |BLS NLGI|NL PIPALDGGK VIENIIJE IR{EKPLEQEIYE
TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE

S s LS T asvﬁs wt PRI e

TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE

51T AT R

[¢p8 TLAG|3 |38 LM |[RVTWNDI[NRIJE F
SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
SYITLAGVAVMVVLMIAVTWNDIMRAFF il

X non conserved
B similar
>50% conserved

160
157
157

240
236
236

314
312
312

394
392
392



